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Sample Name Sample Comment Rest. Digest Status Observation Result Label Result
Color
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General Analysis Settings
Number of Available Sample and Ladder Wells (Max.) : 12
Minimum Visible Range [s] : 32
Maximum Visible Range [s] : 138
Start Analysis Time Range [s] : 33
End Analysis Time Range [s] : 137.5
Ladder Concentration [pg/µl] : 1950
Uses Standard Area for Ladder Fragments
Lower Marker Concentration [pg/µl] : 125
Upper Marker Concentration [pg/µl] : 75
Used Upper Marker for Quantitation
Standard Curve Fit is Point to Point
Show Data Aligned to Lower and Upper Marker

Integrator Settings
Integration Start Time [s] : 33.05
Integration End Time [s] : 137
Slope Threshold : 0.8
Height Threshold [FU] : 5
Area Threshold : 0.1
Width Threshold [s] : 0.6
Baseline Plateau [s] : 0.5

Filter Settings
Filter Width [s] : 0.5
Polynomial Order : 4

Ladder 
Ladder Peak Size Area
1 35 160
2 50 210
3 100 208
4 150 221
5 200 242
6 300 270
7 400 305
8 500 306
9 600 336
10 700 321
11 1000 366
12 2000 413
13 3000 411
14 7000 400
15 10380 214
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Peak table for Ladder
Pea
k

Size [bp] Conc. [pg/µl] Molarity [pmol/l] Observations Aligned Migration Time [s]

1 35 125.00 5,411.3 Lower Marker 43.00
2 50 150.00 4,545.5 Ladder Peak 45.30
3 100 150.00 2,272.7 Ladder Peak 50.84
4 150 150.00 1,515.2 Ladder Peak 55.58
5 200 150.00 1,136.4 Ladder Peak 60.26
6 300 150.00 757.6 Ladder Peak 69.41
7 400 150.00 568.2 Ladder Peak 77.44
8 500 150.00 454.5 Ladder Peak 83.07
9 600 150.00 378.8 Ladder Peak 87.80
10 700 150.00 324.7 Ladder Peak 90.87
11 1,000 150.00 227.3 Ladder Peak 94.79
12 2,000 150.00 113.6 Ladder Peak 101.06
13 3,000 150.00 75.8 Ladder Peak 104.35
14 7,000 150.00 32.5 Ladder Peak 109.53
15 10,380 75.00 10.9 Upper Marker 113.00

Ladder

Overall Results for Ladder
Noise: 0.2 
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Peak table for sample 1  :  95 O Mate Pair Lib 2nd PCR
Pea
k

Size [bp] Conc. [pg/µl] Molarity [pmol/l] Observations Aligned Migration Time [s]

1 35 125.00 5,411.3 Lower Marker 43.00
2 357 27.02 114.8 73.96
3 368 12.50 51.5 74.87
4 432 120.14 421.1 79.26
5 470 113.96 367.7 81.36
6 503 118.58 357.0 83.23
7 529 89.57 256.4 84.46
8 548 58.92 163.0 85.33
9 588 54.20 139.6 87.25
10 653 46.10 106.9 89.44
11 692 51.96 113.8 90.63
12 779 82.09 159.6 91.90
13 901 46.41 78.0 93.50
14 992 34.85 53.2 94.69
15 1,195 31.60 40.1 96.01
16 10,380 75.00 10.9 Upper Marker 113.00
Region table for sample 1  :  95 O Mate Pair Lib 2nd PCR
From
[bp]

Average Size
[bp]

To [bp] Corr.
Area

Molarity
[pmol/l]

Co
lor

% of
Total

Size distribution in
CV [%]

Conc.
[pg/µl]

280 641 1,928 921.4 3,236.3 98 36.8 1,197.46

95 O Mate Pair Lib 2nd PCR

Overall Results for sample 1  :  95 O Mate Pair Lib 2nd PCR
Number of peaks found: 14 
Noise: 0.2 

Corr. Area 1: 921.4 
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Peak table for sample 2  :  107 MI Mate Pair Lib 2nd PCR
Pea
k

Size [bp] Conc. [pg/µl] Molarity [pmol/l] Observations Aligned Migration Time [s]

1 35 125.00 5,411.3 Lower Marker 43.00
2 493 491.30 1,508.6 82.70
3 530 218.03 623.8 84.47
4 576 91.79 241.5 86.66
5 595 115.46 293.8 87.59
6 649 270.01 630.2 89.31
7 727 82.70 172.4 91.22
8 766 82.67 163.6 91.73
9 816 406.78 755.6 92.38
10 10,380 75.00 10.9 Upper Marker 113.00
Region table for sample 2  :  107 MI Mate Pair Lib 2nd PCR
From
[bp]

Average Size
[bp]

To [bp] Corr.
Area

Molarity
[pmol/l]

Co
lor

% of
Total

Size distribution in
CV [%]

Conc.
[pg/µl]

253 674 2,314 1,864.2 5,685.1 98 38.1 2,186.75

107 MI Mate Pair Lib 2nd PCR

Overall Results for sample 2  :  107 MI Mate Pair Lib 2nd PCR
Number of peaks found: 8 
Noise: 0.2 

Corr. Area 1: 1,864.2 
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Peak table for sample 3  :  81 S Mate Pair Lib 2nd PCR
Pea
k

Size [bp] Conc. [pg/µl] Molarity [pmol/l] Observations Aligned Migration Time [s]

1 35 125.00 5,411.3 Lower Marker 43.00
2 334 18.73 85.1 72.10
3 491 652.48 2,013.4 82.57
4 553 425.80 1,167.4 85.56
5 637 120.12 285.7 88.94
6 666 156.39 355.5 89.84
7 752 85.88 173.0 91.55
8 814 393.79 732.8 92.36
9 10,380 75.00 10.9 Upper Marker 113.00
Region table for sample 3  :  81 S Mate Pair Lib 2nd PCR
From
[bp]

Average Size
[bp]

To [bp] Corr.
Area

Molarity
[pmol/l]

Co
lor

% of
Total

Size distribution in
CV [%]

Conc.
[pg/µl]

242 644 2,138 1,885.5 6,631.9 97 37.4 2,454.62

81 S Mate Pair Lib 2nd PCR

Overall Results for sample 3  :  81 S Mate Pair Lib 2nd PCR
Number of peaks found: 7 
Noise: 0.2 

Corr. Area 1: 1,885.5 
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Peak table for sample 4  :  TAHU 9
Pea
k

Size [bp] Conc. [pg/µl] Molarity [pmol/l] Observations Aligned Migration Time [s]

1 35 125.00 5,411.3 Lower Marker 43.00
2 283 198.41 1,060.4 67.90
3 292 57.26 297.1 68.68
4 314 134.17 647.7 70.52
5 355 279.52 1,193.0 73.83
6 399 367.30 1,396.4 77.32
7 432 157.92 553.4 79.26
8 452 92.67 310.5 80.38
9 463 137.42 449.3 81.01
10 486 668.91 2,086.2 82.27
11 10,380 75.00 10.9 Upper Marker 113.00
12 12,082 0.00 0.0 114.75
Region table for sample 4  :  TAHU 9
From
[bp]

Average Size
[bp]

To [bp] Corr.
Area

Molarity
[pmol/l]

Co
lor

% of
Total

Size distribution in
CV [%]

Conc.
[pg/µl]

200 440 1,000 1,725.3 8,938.2 97 27.0 2,340.76

TAHU 9

Overall Results for sample 4  :  TAHU 9
Number of peaks found: 10 
Noise: 0.2 

Corr. Area 1: 1,725.3 
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Peak table for sample 5  :  TAHU 10
Pea
k

Size [bp] Conc. [pg/µl] Molarity [pmol/l] Observations Aligned Migration Time [s]

1 35 125.00 5,411.3 Lower Marker 43.00
2 262 503.02 2,913.0 65.90
3 270 132.78 744.3 66.70
4 280 518.23 2,803.6 67.59
5 342 52.47 232.8 72.75
6 350 53.41 231.1 73.44
7 365 109.38 454.0 74.63
8 386 249.04 977.5 76.31
9 505 29.23 87.7 83.30
10 589 4.17 10.7 87.27
11 10,380 75.00 10.9 Upper Marker 113.00
Region table for sample 5  :  TAHU 10
From
[bp]

Average Size
[bp]

To [bp] Corr.
Area

Molarity
[pmol/l]

Co
lor

% of
Total

Size distribution in
CV [%]

Conc.
[pg/µl]

155 339 1,000 1,613.5 9,226.5 96 30.7 1,869.87

TAHU 10

Overall Results for sample 5  :  TAHU 10
Number of peaks found: 9 
Noise: 0.2 

Corr. Area 1: 1,613.5 
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Peak table for sample 6  :  TAHU 11
Pea
k

Size [bp] Conc. [pg/µl] Molarity [pmol/l] Observations Aligned Migration Time [s]

1 35 125.00 5,411.3 Lower Marker 43.00
2 272 81.56 453.7 66.89
3 326 169.17 785.9 71.51
4 339 59.45 265.4 72.57
5 359 87.52 369.0 74.18
6 383 135.00 533.8 76.09
7 405 134.28 502.8 77.70
8 433 83.83 293.2 79.31
9 471 233.86 752.8 81.42
10 515 303.59 893.1 83.78
11 539 154.29 433.3 84.94
12 559 171.48 465.1 85.84
13 589 186.64 479.8 87.30
14 653 204.29 474.3 89.42
15 866 39.07 68.4 93.04
16 10,380 75.00 10.9 Upper Marker 113.00
17 11,996 0.00 0.0 114.66
Region table for sample 6  :  TAHU 11
From
[bp]

Average Size
[bp]

To [bp] Corr.
Area

Molarity
[pmol/l]

Co
lor

% of
Total

Size distribution in
CV [%]

Conc.
[pg/µl]

200 516 1,617 1,398.7 7,576.9 96 32.5 2,248.70

TAHU 11

Overall Results for sample 6  :  TAHU 11
Number of peaks found: 15 
Noise: 0.2 

Corr. Area 1: 1,398.7 
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Peak table for sample 7  :  TAHU 12
Pea
k

Size [bp] Conc. [pg/µl] Molarity [pmol/l] Observations Aligned Migration Time [s]

1 35 125.00 5,411.3 Lower Marker 43.00
2 316 197.48 945.9 70.72
3 332 57.44 262.4 71.95
4 355 102.72 438.8 73.80
5 364 39.82 165.7 74.57
6 375 53.77 217.2 75.44
7 389 54.63 213.1 76.51
8 402 77.92 293.8 77.54
9 450 90.34 304.2 80.25
10 527 49.82 143.2 84.35
11 575 223.14 588.2 86.61
12 829 30.10 55.0 92.55
13 1,027 4.52 6.7 94.96
14 10,380 75.00 10.9 Upper Marker 113.00
Region table for sample 7  :  TAHU 12
From
[bp]

Average Size
[bp]

To [bp] Corr.
Area

Molarity
[pmol/l]

Co
lor

% of
Total

Size distribution in
CV [%]

Conc.
[pg/µl]

200 481 1,521 1,248.6 5,399.6 98 33.6 1,494.99

TAHU 12

Overall Results for sample 7  :  TAHU 12
Number of peaks found: 12 
Noise: 0.2 

Corr. Area 1: 1,248.6 
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Peak table for sample 8  :  TAHU 13
Pea
k

Size [bp] Conc. [pg/µl] Molarity [pmol/l] Observations Aligned Migration Time [s]

1 35 125.00 5,411.3 Lower Marker 43.00
2 255 404.16 2,401.2 65.30
3 262 113.65 657.7 65.92
4 280 450.59 2,439.1 67.58
5 350 54.86 237.5 73.42
6 403 12.38 46.5 77.61
7 431 19.86 69.9 79.16
8 465 26.73 87.2 81.08
9 520 70.62 205.7 84.03
10 538 20.00 56.4 84.86
11 563 30.87 83.1 86.05
12 602 23.96 60.3 87.86
13 635 30.45 72.6 88.89
14 683 31.91 70.8 90.34
15 834 8.23 15.0 92.62
16 968 9.08 14.2 94.37
17 1,140 7.13 9.5 95.67
18 1,347 9.45 10.6 96.96
19 1,702 5.24 4.7 99.19
20 1,900 4.00 3.2 100.43
21 1,991 2.84 2.2 101.00
22 2,250 3.97 2.7 101.88
23 10,380 75.00 10.9 Upper Marker 113.00
24 12,950 0.00 0.0 115.64

TAHU 13

Overall Results for sample 8  :  TAHU 13
Number of peaks found: 22 
Noise: 0.5 

Corr. Area 1: 1,384.4 
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... Region table for sample 8  :  TAHU 13
From
[bp]

Average Size
[bp]

To [bp] Corr.
Area

Molarity
[pmol/l]

Co
lor

% of
Total

Size distribution in
CV [%]

Conc.
[pg/µl]

175 483 4,249 1,384.4 7,150.6 96 93.5 1,520.73
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Peak table for sample 9  :  TAHU 14
Pea
k

Size [bp] Conc. [pg/µl] Molarity [pmol/l] Observations Aligned Migration Time [s]

1 35 125.00 5,411.3 Lower Marker 43.00
2 262 445.44 2,580.1 65.90
3 273 122.39 679.3 66.94
4 281 283.16 1,526.8 67.68
5 305 141.17 701.2 69.82
6 325 103.12 481.4 71.39
7 364 55.17 229.4 74.58
8 386 71.54 280.4 76.35
9 432 21.62 75.9 79.23
10 461 19.56 64.3 80.85
11 498 19.97 60.8 82.94
12 539 16.76 47.1 84.93
13 576 24.33 64.0 86.65
14 607 13.94 34.8 88.01
15 634 13.89 33.2 88.85
16 675 18.21 40.9 90.10
17 737 9.51 19.5 91.36
18 809 10.90 20.4 92.30
19 941 6.22 10.0 94.02
20 10,380 75.00 10.9 Upper Marker 113.00
Region table for sample 9  :  TAHU 14
From
[bp]

Average Size
[bp]

To [bp] Corr.
Area

Molarity
[pmol/l]

Co
lor

% of
Total

Size distribution in
CV [%]

Conc.
[pg/µl]

183 521 5,828 1,197.5 8,480.7 96 100.0 1,836.84

TAHU 14

Overall Results for sample 9  :  TAHU 14
Number of peaks found: 18 
Noise: 0.4 

Corr. Area 1: 1,197.5 
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Peak table for sample 10  :  TAHU 15
Pea
k

Size [bp] Conc. [pg/µl] Molarity [pmol/l] Observations Aligned Migration Time [s]

1 35 125.00 5,411.3 Lower Marker 43.00
2 272 511.42 2,845.5 66.88
3 278 944.94 5,158.9 67.36
4 387 34.58 135.5 76.36
5 402 22.52 85.0 77.52
6 428 14.56 51.6 79.01
7 541 8.69 24.4 84.99
8 573 19.85 52.5 86.52
9 1,844 4.17 3.4 100.08
10 10,380 75.00 10.9 Upper Marker 113.00
Region table for sample 10  :  TAHU 15
From
[bp]

Average Size
[bp]

To [bp] Corr.
Area

Molarity
[pmol/l]

Co
lor

% of
Total

Size distribution in
CV [%]

Conc.
[pg/µl]

200 1,899 23,177 1,110.2 9,544.1 99 100.0 2,224.18

TAHU 15

Overall Results for sample 10  :  TAHU 15
Number of peaks found: 8 
Noise: 0.3 

Corr. Area 1: 1,110.2 
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Peak table for sample 11  :  TAHU 16
Pea
k

Size [bp] Conc. [pg/µl] Molarity [pmol/l] Observations Aligned Migration Time [s]

1 35 125.00 5,411.3 Lower Marker 43.00
2 120 6.17 78.2 52.69
3 278 373.52 2,036.4 67.39
4 309 33.45 164.0 70.14
5 318 31.17 148.3 70.89
6 355 30.63 130.6 73.85
7 373 11.70 47.6 75.25
8 551 11.68 32.1 85.48
9 600 8.00 20.2 87.80
10 10,380 75.00 10.9 Upper Marker 113.00
Region table for sample 11  :  TAHU 16
From
[bp]

Average Size
[bp]

To [bp] Corr.
Area

Molarity
[pmol/l]

Co
lor

% of
Total

Size distribution in
CV [%]

Conc.
[pg/µl]

200 3,351 31,511 1,192.5 6,561.6 99 100.0 1,797.99

TAHU 16

Overall Results for sample 11  :  TAHU 16
Number of peaks found: 8 
Noise: 0.2 

Corr. Area 1: 1,192.5 
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Standard Curve
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