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JE-I-1 size sel. soni DNA
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JE-N-3 size sel. soni DNA
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Sample Name Sample Comment Rest. Digest Status Observation Result Label Result
Color

JE-I-1 size sel. soni DNA HiSeq_134
JE-I-2 size sel. soni DNA HiSeq_134
JE-I-3 size sel. soni DNA HiSeq_134
JE-I-4 size sel. soni DNA HiSeq_134
JE-I-5 size sel. soni DNA HiSeq_134
JE-N-1 size sel. soni DNA HiSeq_134
JE-N-3 size sel. soni DNA HiSeq_134
JE-N-4 size sel. soni DNA HiSeq_134
JE-N-5 size sel. soni DNA HiSeq_134
ED-I-1 size sel. soni DNA HiSeq_134
pecMP Mate Pair Library
Ladder

Chip Lot # Reagent Kit Lot #

Chip Comments :
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General Analysis Settings
Number of Available Sample and Ladder Wells (Max.) : 12
Minimum Visible Range [s] : 32
Maximum Visible Range [s] : 138
Start Analysis Time Range [s] : 33
End Analysis Time Range [s] : 137.5
Ladder Concentration [pg/µl] : 1950
Uses Standard Area for Ladder Fragments
Lower Marker Concentration [pg/µl] : 125
Upper Marker Concentration [pg/µl] : 75
Used Upper Marker for Quantitation
Standard Curve Fit is Point to Point
Show Data Aligned to Lower and Upper Marker

Integrator Settings
Integration Start Time [s] : 33.05
Integration End Time [s] : 137
Slope Threshold : 0.8
Height Threshold [FU] : 5
Area Threshold : 0.1
Width Threshold [s] : 0.6
Baseline Plateau [s] : 0.5

Filter Settings
Filter Width [s] : 0.5
Polynomial Order : 4

Ladder 
Ladder Peak Size Area
1 35 160
2 50 210
3 100 208
4 150 221
5 200 242
6 300 270
7 400 305
8 500 306
9 600 336
10 700 321
11 1000 366
12 2000 413
13 3000 411
14 7000 400
15 10380 214
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Peak table for Ladder
Pea
k

Size [bp] Conc. [pg/µl] Molarity [pmol/l] Observations Aligned Migration Time [s]

1 35 125.00 5,411.3 Lower Marker 43.00
2 50 150.00 4,545.5 Ladder Peak 45.28
3 100 150.00 2,272.7 Ladder Peak 50.81
4 150 150.00 1,515.2 Ladder Peak 55.56
5 200 150.00 1,136.4 Ladder Peak 60.21
6 300 150.00 757.6 Ladder Peak 69.33
7 400 150.00 568.2 Ladder Peak 77.37
8 500 150.00 454.5 Ladder Peak 83.00
9 600 150.00 378.8 Ladder Peak 87.65
10 700 150.00 324.7 Ladder Peak 90.77
11 1,000 150.00 227.3 Ladder Peak 94.63
12 2,000 150.00 113.6 Ladder Peak 101.05
13 3,000 150.00 75.8 Ladder Peak 104.40
14 7,000 150.00 32.5 Ladder Peak 109.60
15 10,380 75.00 10.9 Upper Marker 113.00

Ladder

Overall Results for Ladder
Noise: 0.1 
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Peak table for sample 1  :  JE-I-1 size sel. soni DNA
Pea
k

Size [bp] Conc. [pg/µl] Molarity [pmol/l] Observations Aligned Migration Time [s]

1 35 125.00 5,411.3 Lower Marker 43.00
2 381 511.68 2,034.7 75.84
3 410 154.64 571.0 77.95
4 424 91.82 328.4 78.70
5 440 119.83 412.4 79.64
6 471 117.30 377.2 81.37
7 506 97.51 291.8 83.29
8 527 149.72 430.1 84.28
9 556 109.62 298.9 85.59
10 575 594.10 1,565.9 86.48
11 10,380 75.00 10.9 Upper Marker 113.00
Region table for sample 1  :  JE-I-1 size sel. soni DNA
From
[bp]

Average Size
[bp]

To [bp] Corr.
Area

Molarity
[pmol/l]

Co
lor

% of
Total

Size distribution in
CV [%]

Conc.
[pg/µl]

255 508 1,452 1,982.7 8,749.5 92 29.7 2,638.72

JE-I-1 size sel. soni DNA  [ HiSeq_134 ]

Overall Results for sample 1  :  JE-I-1 size sel. soni DNA
Number of peaks found: 9 
Noise: 0.2 

Corr. Area 1: 1,982.7 
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Peak table for sample 2  :  JE-I-2 size sel. soni DNA
Pea
k

Size [bp] Conc. [pg/µl] Molarity [pmol/l] Observations Aligned Migration Time [s]

1 35 125.00 5,411.3 Lower Marker 43.00
2 377 411.81 1,655.9 75.51
3 385 64.69 254.5 76.17
4 397 85.21 324.8 77.17
5 423 82.60 296.2 78.64
6 465 86.04 280.5 81.02
7 537 81.27 229.3 84.72
8 558 64.06 174.1 85.67
9 580 433.09 1,131.4 86.72
10 10,380 75.00 10.9 Upper Marker 113.00
Region table for sample 2  :  JE-I-2 size sel. soni DNA
From
[bp]

Average Size
[bp]

To [bp] Corr.
Area

Molarity
[pmol/l]

Co
lor

% of
Total

Size distribution in
CV [%]

Conc.
[pg/µl]

200 498 1,358 1,809.1 7,593.2 94 31.5 2,198.17

JE-I-2 size sel. soni DNA  [ HiSeq_134 ]

Overall Results for sample 2  :  JE-I-2 size sel. soni DNA
Number of peaks found: 8 
Noise: 0.2 

Corr. Area 1: 1,809.1 
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Peak table for sample 3  :  JE-I-3 size sel. soni DNA
Pea
k

Size [bp] Conc. [pg/µl] Molarity [pmol/l] Observations Aligned Migration Time [s]

1 35 125.00 5,411.3 Lower Marker 43.00
2 318 126.26 602.2 70.75
3 350 137.51 595.9 73.32
4 383 224.03 885.4 76.04
5 393 56.84 219.1 76.81
6 406 81.74 304.7 77.73
7 427 104.27 369.9 78.90
8 453 143.63 480.4 80.35
9 490 68.02 210.3 82.44
10 512 107.78 319.0 83.55
11 541 57.00 159.6 84.91
12 551 54.58 150.2 85.35
13 565 103.57 277.7 86.03
14 596 281.09 714.1 87.48
15 10,380 75.00 10.9 Upper Marker 113.00
Region table for sample 3  :  JE-I-3 size sel. soni DNA
From
[bp]

Average Size
[bp]

To [bp] Corr.
Area

Molarity
[pmol/l]

Co
lor

% of
Total

Size distribution in
CV [%]

Conc.
[pg/µl]

200 492 1,481 1,544.5 7,293.3 94 32.6 2,079.03

JE-I-3 size sel. soni DNA  [ HiSeq_134 ]

Overall Results for sample 3  :  JE-I-3 size sel. soni DNA
Number of peaks found: 13 
Noise: 0.2 

Corr. Area 1: 1,544.5 
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Peak table for sample 4  :  JE-I-4 size sel. soni DNA
Pea
k

Size [bp] Conc. [pg/µl] Molarity [pmol/l] Observations Aligned Migration Time [s]

1 35 125.00 5,411.3 Lower Marker 43.00
2 351 280.87 1,211.2 73.46
3 377 166.01 667.0 75.53
4 392 91.64 353.8 76.77
5 428 62.88 222.7 78.94
6 459 153.78 508.2 80.67
7 474 57.50 183.7 81.55
8 494 91.07 279.5 82.64
9 506 108.00 323.3 83.28
10 549 376.24 1,039.3 85.26
11 10,380 75.00 10.9 Upper Marker 113.00
Region table for sample 4  :  JE-I-4 size sel. soni DNA
From
[bp]

Average Size
[bp]

To [bp] Corr.
Area

Molarity
[pmol/l]

Co
lor

% of
Total

Size distribution in
CV [%]

Conc.
[pg/µl]

200 475 1,448 1,510.9 6,820.6 94 31.3 1,889.07

JE-I-4 size sel. soni DNA  [ HiSeq_134 ]

Overall Results for sample 4  :  JE-I-4 size sel. soni DNA
Number of peaks found: 9 
Noise: 0.1 

Corr. Area 1: 1,510.9 
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Peak table for sample 5  :  JE-I-5 size sel. soni DNA
Pea
k

Size [bp] Conc. [pg/µl] Molarity [pmol/l] Observations Aligned Migration Time [s]

1 35 125.00 5,411.3 Lower Marker 43.00
2 382 526.16 2,087.5 75.91
3 399 137.99 524.3 77.27
4 422 100.88 361.9 78.63
5 479 84.27 266.8 81.79
6 492 88.51 272.6 82.55
7 523 114.52 332.0 84.06
8 548 166.11 459.7 85.21
9 594 271.15 691.7 87.37
10 10,380 75.00 10.9 Upper Marker 113.00
Region table for sample 5  :  JE-I-5 size sel. soni DNA
From
[bp]

Average Size
[bp]

To [bp] Corr.
Area

Molarity
[pmol/l]

Co
lor

% of
Total

Size distribution in
CV [%]

Conc.
[pg/µl]

200 480 1,433 1,969.5 7,777.3 95 32.6 2,169.03

JE-I-5 size sel. soni DNA  [ HiSeq_134 ]

Overall Results for sample 5  :  JE-I-5 size sel. soni DNA
Number of peaks found: 8 
Noise: 0.1 

Corr. Area 1: 1,969.5 
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Peak table for sample 6  :  JE-N-1 size sel. soni DNA
Pea
k

Size [bp] Conc. [pg/µl] Molarity [pmol/l] Observations Aligned Migration Time [s]

1 35 125.00 5,411.3 Lower Marker 43.00
2 375 1,262.76 5,096.5 75.39
3 409 540.89 2,004.2 77.87
4 421 164.27 591.8 78.53
5 467 157.87 511.8 81.16
6 484 155.04 485.8 82.07
7 496 380.06 1,160.6 82.78
8 532 922.75 2,626.4 84.50
9 10,380 75.00 10.9 Upper Marker 113.00
Region table for sample 6  :  JE-N-1 size sel. soni DNA
From
[bp]

Average Size
[bp]

To [bp] Corr.
Area

Molarity
[pmol/l]

Co
lor

% of
Total

Size distribution in
CV [%]

Conc.
[pg/µl]

200 456 1,000 2,958.8 15,752.5 98 26.1 4,311.56

JE-N-1 size sel. soni DNA  [ HiSeq_134 ]

Overall Results for sample 6  :  JE-N-1 size sel. soni DNA
Number of peaks found: 7 
Noise: 0.1 

Corr. Area 1: 2,958.8 
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Peak table for sample 7  :  JE-N-3 size sel. soni DNA
Pea
k

Size [bp] Conc. [pg/µl] Molarity [pmol/l] Observations Aligned Migration Time [s]

1 35 125.00 5,411.3 Lower Marker 43.00
2 374 769.41 3,119.1 75.26
3 393 268.27 1,033.0 76.85
4 439 397.15 1,371.0 79.56
5 471 133.22 428.8 81.35
6 483 164.76 516.3 82.07
7 511 210.88 625.4 83.50
8 531 125.13 357.3 84.43
9 547 1,061.77 2,940.0 85.19
10 10,380 75.00 10.9 Upper Marker 113.00
11 12,878 0.00 0.0 115.51
Region table for sample 7  :  JE-N-3 size sel. soni DNA
From
[bp]

Average Size
[bp]

To [bp] Corr.
Area

Molarity
[pmol/l]

Co
lor

% of
Total

Size distribution in
CV [%]

Conc.
[pg/µl]

200 493 1,621 3,517.1 12,828.2 98 28.6 3,757.10

JE-N-3 size sel. soni DNA  [ HiSeq_134 ]

Overall Results for sample 7  :  JE-N-3 size sel. soni DNA
Number of peaks found: 9 
Noise: 0.1 

Corr. Area 1: 3,517.1 
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Peak table for sample 8  :  JE-N-4 size sel. soni DNA
Pea
k

Size [bp] Conc. [pg/µl] Molarity [pmol/l] Observations Aligned Migration Time [s]

1 35 125.00 5,411.3 Lower Marker 43.00
2 393 1,230.84 4,745.0 76.81
3 419 152.51 552.1 78.41
4 445 232.92 792.8 79.91
5 464 323.18 1,056.4 80.95
6 490 185.99 574.9 82.45
7 508 457.31 1,363.7 83.38
8 547 962.80 2,666.9 85.19
9 10,380 75.00 10.9 Upper Marker 113.00
Region table for sample 8  :  JE-N-4 size sel. soni DNA
From
[bp]

Average Size
[bp]

To [bp] Corr.
Area

Molarity
[pmol/l]

Co
lor

% of
Total

Size distribution in
CV [%]

Conc.
[pg/µl]

200 478 1,402 3,378.4 14,098.6 99 27.5 4,028.07

JE-N-4 size sel. soni DNA  [ HiSeq_134 ]

Overall Results for sample 8  :  JE-N-4 size sel. soni DNA
Number of peaks found: 7 
Noise: 0.1 

Corr. Area 1: 3,378.4 

2100 Expert (B.02.08.SI648) © Copyright 2003 - 2009 Agilent Technologies, Inc. Printed: 6/22/2015 10:32:29 AM

2015-06-22_001.xad Page of12 16

Created:
Modified:

6/22/2015 9:41:25 AM
6/22/2015 10:31:57 AMData Path:

High Sensitivity DNA Assay
C:\...ents and Settings\Bioanalyzer\2015-06-22\2015-06-22_001.xad

Assay Class:

Electropherogram Summary Continued ...



Peak table for sample 9  :  JE-N-5 size sel. soni DNA
Pea
k

Size [bp] Conc. [pg/µl] Molarity [pmol/l] Observations Aligned Migration Time [s]

1 35 125.00 5,411.3 Lower Marker 43.00
2 380 803.87 3,204.8 75.77
3 393 145.96 562.8 76.81
4 414 216.37 792.0 78.16
5 436 164.86 572.8 79.40
6 465 142.55 464.8 81.01
7 484 122.74 384.2 82.10
8 501 122.41 370.4 83.04
9 519 533.92 1,559.7 83.87
10 10,380 75.00 10.9 Upper Marker 113.00
Region table for sample 9  :  JE-N-5 size sel. soni DNA
From
[bp]

Average Size
[bp]

To [bp] Corr.
Area

Molarity
[pmol/l]

Co
lor

% of
Total

Size distribution in
CV [%]

Conc.
[pg/µl]

200 445 1,000 1,474.8 9,461.2 99 24.7 2,556.16

JE-N-5 size sel. soni DNA  [ HiSeq_134 ]

Overall Results for sample 9  :  JE-N-5 size sel. soni DNA
Number of peaks found: 8 
Noise: 0.1 

Corr. Area 1: 1,474.8 
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Peak table for sample 10  :  ED-I-1 size sel. soni DNA
Pea
k

Size [bp] Conc. [pg/µl] Molarity [pmol/l] Observations Aligned Migration Time [s]

1 35 125.00 5,411.3 Lower Marker 43.00
2 385 1,194.40 4,699.9 76.17
3 414 147.25 539.0 78.16
4 444 1,231.55 4,205.6 79.83
5 10,380 75.00 10.9 Upper Marker 113.00
Region table for sample 10  :  ED-I-1 size sel. soni DNA
From
[bp]

Average Size
[bp]

To [bp] Corr.
Area

Molarity
[pmol/l]

Co
lor

% of
Total

Size distribution in
CV [%]

Conc.
[pg/µl]

200 430 1,000 2,068.2 11,841.2 99 24.3 3,094.86

ED-I-1 size sel. soni DNA  [ HiSeq_134 ]

Overall Results for sample 10  :  ED-I-1 size sel. soni DNA
Number of peaks found: 3 
Noise: 0.3 

Corr. Area 1: 2,068.2 
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Peak table for sample 11  :  pecMP Mate Pair Library
Pea
k

Size [bp] Conc. [pg/µl] Molarity [pmol/l] Observations Aligned Migration Time [s]

1 33 0.00 0.0 42.32
2 35 125.00 5,411.3 Lower Marker 43.00
3 464 427.12 1,393.3 81.00
4 501 213.10 644.3 83.05
5 528 147.50 423.0 84.32
6 541 87.06 243.9 84.89
7 598 71.23 180.3 87.58
8 618 152.89 374.9 88.21
9 665 69.94 159.3 89.68
10 692 466.29 1,020.6 90.53
11 1,911 11.88 9.4 100.47
12 10,380 75.00 10.9 Upper Marker 113.00
Region table for sample 11  :  pecMP Mate Pair Library
From
[bp]

Average Size
[bp]

To [bp] Corr.
Area

Molarity
[pmol/l]

Co
lor

% of
Total

Size distribution in
CV [%]

Conc.
[pg/µl]

279 673 3,479 1,495.6 5,239.8 98 51.5 1,924.35

pecMP Mate Pair Library

Overall Results for sample 11  :  pecMP Mate Pair Library
Number of peaks found: 10 
Noise: 0.2 

Corr. Area 1: 1,495.6 
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