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Electrophoresis File Run Summary (Chip Summary)

Sample Name Sample Comment Rest. Digest Status Observation Result Label Result Color
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Electropherogram Summary
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Overall Results for Ladder
Noise: 0.2
Peak table for Ladder
Pea Size [bp] Conc. [pg/ul] Molarity [pmol/I] Observations Aligned Migration Time [s]
k
1 4 35 125.00 5,411.3 Lower Marker 43.00
2 L 50 150.00 4,545.5 Ladder Peak 45.35
3 L 100 150.00 2,272.7 Ladder Peak 50.82
4 L 150 150.00 1,515.2 Ladder Peak 55.48
5 L 200 150.00 1,136.4 Ladder Peak 60.06
6 L 300 150.00 757.6 Ladder Peak 69.07
7 L 400 150.00 568.2 Ladder Peak 77.11
8 L 500 150.00 454.5 Ladder Peak 82.80
9 L 600 150.00 378.8 Ladder Peak 87.37
10 kL 700 150.00 324.7 Ladder Peak 90.53
11 L 1,000 150.00 227.3 Ladder Peak 94.52
12 L 2,000 150.00 113.6 Ladder Peak 101.05
13 L 3,000 150.00 75.8 Ladder Peak 104.34
14 L 7,000 150.00 32.5 Ladder Peak 109.62
15 B 10,380 75.00 109 Upper Marker 113.00
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