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Sample Name Sample Comment Rest. Digest Status Observation Result Label Result Color
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K1 BC1F2 BF3a
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Ladder
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Peak table for Ladder
Pea
k

Size [bp] Conc. [pg/µl] Molarity [pmol/l] Observations Aligned Migration Time [s]

1 35 125.00 5,411.3 Lower Marker 43.00
2 50 150.00 4,545.5 Ladder Peak 45.35
3 100 150.00 2,272.7 Ladder Peak 50.81
4 150 150.00 1,515.2 Ladder Peak 55.46
5 200 150.00 1,136.4 Ladder Peak 60.12
6 300 150.00 757.6 Ladder Peak 69.19
7 400 150.00 568.2 Ladder Peak 77.19
8 500 150.00 454.5 Ladder Peak 82.88
9 600 150.00 378.8 Ladder Peak 87.53
10 700 150.00 324.7 Ladder Peak 90.65
11 1,000 150.00 227.3 Ladder Peak 94.71
12 2,000 150.00 113.6 Ladder Peak 101.03
13 3,000 150.00 75.8 Ladder Peak 104.33
14 7,000 150.00 32.5 Ladder Peak 109.52
15 10,380 75.00 10.9 Upper Marker 113.00

Ladder

Overall Results for Ladder
Noise: 0.2 
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Electropherogram Summary



Peak table for sample 1  :  K1 BC1F2 BF1a
Pea
k

Size [bp] Conc. [pg/µl] Molarity [pmol/l] Observations Aligned Migration Time [s]

1 35 125.00 5,411.3 Lower Marker 43.00
2 390 29.75 115.5 76.40
3 400 11.68 44.2 77.18
4 422 21.65 77.8 78.41
5 452 42.22 141.5 80.14
6 556 287.97 784.7 85.48
7 597 182.22 462.3 87.40
8 671 302.21 682.9 89.73
9 695 104.28 227.2 90.50
10 777 103.98 202.7 91.69
11 828 98.18 179.7 92.37
12 902 107.37 180.4 93.38
13 942 128.90 207.3 93.93
14 1,129 107.06 143.7 95.52
15 1,237 509.87 624.6 96.21
16 3,282 10.45 4.8 104.69
17 4,512 4.48 1.5 106.29
18 5,180 3.68 1.1 107.16
19 6,199 2.68 0.7 108.48
20 10,380 75.00 10.9 Upper Marker 113.00
21 12,775 0.00 0.0 115.46
Region table for sample 1  :  K1 BC1F2 BF1a
From
[bp]

To [bp] Average Size
[bp]

Corr.
Area

Molarity
[pmol/l]

Co
lor

Conc.
[pg/µl]

% of
Total

Size distribution in
CV [%]

200 6,976 1,063 2,400.8 4,774.7 2,364.66 99 71.3

K1 BC1F2 BF1a

Overall Results for sample 1  :  K1 BC1F2 BF1a
Number of peaks found: 19 
Noise: 0.2 

Corr. Area 1: 2,400.8 
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Peak table for sample 2  :  K1 BC1F2 BF2a
Pea
k

Size [bp] Conc. [pg/µl] Molarity [pmol/l] Observations Aligned Migration Time [s]

1 35 125.00 5,411.3 Lower Marker 43.00
2 268 26.70 150.9 66.30
3 350 395.51 1,710.7 73.21
4 375 229.75 927.3 75.22
5 408 124.80 463.3 77.65
6 421 82.67 297.3 78.40
7 434 100.60 350.9 79.14
8 452 103.30 345.9 80.17
9 476 179.88 572.3 81.53
10 502 466.76 1,408.6 82.97
11 10,380 75.00 10.9 Upper Marker 113.00
Region table for sample 2  :  K1 BC1F2 BF2a
From
[bp]

To [bp] Average Size
[bp]

Corr.
Area

Molarity
[pmol/l]

Co
lor

Conc.
[pg/µl]

% of
Total

Size distribution in
CV [%]

200 1,000 445 1,206.1 8,006.6 2,189.32 98 23.3

K1 BC1F2 BF2a

Overall Results for sample 2  :  K1 BC1F2 BF2a
Number of peaks found: 9 
Noise: 0.3 

Corr. Area 1: 1,206.1 
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Peak table for sample 3  :  K1 BC1F2 BF3a
Pea
k

Size [bp] Conc. [pg/µl] Molarity [pmol/l] Observations Aligned Migration Time [s]

1 35 125.00 5,411.3 Lower Marker 43.00
2 239 433.72 2,745.3 63.69
3 250 121.74 737.7 64.66
4 271 81.28 453.9 66.59
5 283 90.97 487.9 67.61
6 291 198.59 1,035.8 68.33
7 392 38.48 148.7 76.55
8 412 26.13 96.1 77.85
9 445 23.85 81.2 79.74
10 492 14.13 43.6 82.40
11 513 14.40 42.6 83.46
12 534 10.91 30.9 84.48
13 550 15.19 41.8 85.20
14 579 7.93 20.7 86.56
15 593 7.12 18.2 87.19
16 646 6.08 14.3 88.97
17 10,380 75.00 10.9 Upper Marker 113.00
Region table for sample 3  :  K1 BC1F2 BF3a
From
[bp]

To [bp] Average Size
[bp]

Corr.
Area

Molarity
[pmol/l]

Co
lor

Conc.
[pg/µl]

% of
Total

Size distribution in
CV [%]

117 1,000 330 1,366.0 10,227.0 1,956.70 96 35.6

K1 BC1F2 BF3a

Overall Results for sample 3  :  K1 BC1F2 BF3a
Number of peaks found: 15 
Noise: 0.3 

Corr. Area 1: 1,366.0 
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Peak table for sample 9  :  K1 BC1F2 BF1b
Pea
k

Size [bp] Conc. [pg/µl] Molarity [pmol/l] Observations Aligned Migration Time [s]

1 35 125.00 5,411.3 Lower Marker 43.00
2 383 15.30 60.5 75.85
3 395 12.03 46.2 76.76
4 640 716.51 1,696.8 88.77
5 674 163.83 368.1 89.85
6 699 115.68 250.9 90.60
7 852 249.40 443.7 92.70
8 967 847.00 1,327.2 94.26
9 3,831 6.73 2.7 105.41
10 4,909 5.40 1.7 106.81
11 10,380 75.00 10.9 Upper Marker 113.00
Region table for sample 9  :  K1 BC1F2 BF1b
From
[bp]

To [bp] Average Size
[bp]

Corr.
Area

Molarity
[pmol/l]

Co
lor

Conc.
[pg/µl]

% of
Total

Size distribution in
CV [%]

200 7,045 1,015 1,849.7 4,901.3 2,389.25 99 67.4

K1 BC1F2 BF1b

Overall Results for sample 9  :  K1 BC1F2 BF1b
Number of peaks found: 9 
Noise: 0.1 

Corr. Area 1: 1,849.7 
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Peak table for sample 10  :  K1 BC1F2 BF2b
Pea
k

Size [bp] Conc. [pg/µl] Molarity [pmol/l] Observations Aligned Migration Time [s]

1 35 125.00 5,411.3 Lower Marker 43.00
2 372 662.28 2,699.5 74.93
3 380 108.77 433.1 75.63
4 394 172.30 662.6 76.71
5 445 127.52 434.6 79.73
6 457 153.30 508.3 80.43
7 482 166.23 523.0 81.83
8 502 644.48 1,945.9 82.96
9 10,380 75.00 10.9 Upper Marker 113.00
Region table for sample 10  :  K1 BC1F2 BF2b
From
[bp]

To [bp] Average Size
[bp]

Corr.
Area

Molarity
[pmol/l]

Co
lor

Conc.
[pg/µl]

% of
Total

Size distribution in
CV [%]

200 1,000 448 1,100.5 10,338.9 2,828.96 95 24.3

K1 BC1F2 BF2b

Overall Results for sample 10  :  K1 BC1F2 BF2b
Number of peaks found: 7 
Noise: 0.2 

Corr. Area 1: 1,100.5 
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Peak table for sample 11  :  K1 BC1F2 BF3b
Pea
k

Size [bp] Conc. [pg/µl] Molarity [pmol/l] Observations Aligned Migration Time [s]

1 35 125.00 5,411.3 Lower Marker 43.00
2 251 564.79 3,406.3 64.77
3 264 121.37 696.9 65.91
4 281 111.48 601.7 67.45
5 287 746.74 3,937.2 68.05
6 389 30.91 120.4 76.30
7 455 29.66 98.8 80.30
8 499 14.11 42.8 82.81
9 563 18.54 49.9 85.82
10 621 5.87 14.3 88.17
11 10,380 75.00 10.9 Upper Marker 113.00
Region table for sample 11  :  K1 BC1F2 BF3b
From
[bp]

To [bp] Average Size
[bp]

Corr.
Area

Molarity
[pmol/l]

Co
lor

Conc.
[pg/µl]

% of
Total

Size distribution in
CV [%]

131 1,000 338 1,369.1 10,730.9 2,075.67 95 37.6

K1 BC1F2 BF3b

Overall Results for sample 11  :  K1 BC1F2 BF3b
Number of peaks found: 9 
Noise: 0.2 

Corr. Area 1: 1,369.1 
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