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Electrophoresis File Run Summary

Instrument Information:

Instrument Name:  DE13701086 Firmware: C.01.069

Serial#: DE13701086 Type: G2938B

Assay Information:

Assay Origin Path: C:\Program Files\Agilent\2100 bioanalyzer\2100
expert\assays\dsDNA\High Sensitivity DNA.xsy

Assay Class: High Sensitivity DNA Assay

Version: 1.03

Assay Comments: Copyright © 2003-2010 Agilent Technologies

Chip Information:
Chip Lot #:
Reagent Kit Lot #:

Chip Comments:

lice pool hilo pool1 corn surpernat i23
[FU] [FU] [FU]
100
150
100 50
50
0 0
TT11 TTT T 1T 11 T 11T T T TTIT T 1111 M T1T 1T T T T 11T 1111
150 300 500 10380 [bp] 35 150 300 500 10380 [bp] 35 150 300 500 10380 [bp]
corn drip seq i25 jackie drips 1204 i2 jackie drips 1209 i4
[FU] [FU] B
60
50 40
20
0 0
TT 1 TTTTT 1T 17 M T 1T T T 11117 11717 M TTT T T TITT 1111
150 300 500 10380 [bp] 35 150 300 500 10380 [bp] 35 150 300 500 10380 [bp]
jackie drips 1210 i5 jackie drips 1232 i6 maika lib
[FU] [FU] 520
500
50 50
0 0 0
LI T TITT IT 11 M TTT T T TTITT 11171 M TTT T T TITTIT7171
35 150 300 500 10380 [bp] 35 150 300 600 10380 [bp] 35 150 300 600 10380 [bp]
maika 1 maika 2
[FU] [FUl_
300
200
100
0 0 H
IR TTITT 11711 M TTT T T 11117 11171
35 150 300 500 10380 [bp] 35 200 400 10380 [bp]
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Electrophoresis File Run Summary (Chip Summary)

Sample Name

lice pool

hilo pool1

corn surpernat i23
corn drip seq i25
jackie drips 1204 i2
jackie drips 1209 i4
jackie drips 1210 i5
jackie drips 1232 i6
maika lib

maika 1

maika 2

Ladder

Chip Lot #

Chip Comments :

Sample Comment

Rest. Digest Status Observation

CRELLOLLLLCCH

Reagent Kit Lot #

Created: 8/2/2017 3:09:18 PM
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Result Label Result
Color
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Electropherogram Summary

[FU]_j
Q
200 N QN =
QQ\/(’Q” =
Q’\r
100 A;]T u
0 A =
1T T | T I1rrr Il -
35 150 300 500 10380 [bp]

Overall Results for Ladder
Noise: 0.1

Peak Size Conc. Molarity  Observati Aligned
[bp]l [pg/pl] [pmol/l] ons Migration Time

14 L 7.000  150.00 325 Ladder 109.83
Peak

15 } 10,380 75.00 10.9 Upper 113.00
Marker

Peak table for Ladder

Peak Size Conc. Molarity  Observati Aligned
[bp]l [pg/ul] [pmol/l] ons Migration Time

1 43 125.00 5,411.3 Lower 43.00
Marker
2 L 50 150.00 4,545.5 Ladder 45.34
Peak
3 L 100 150.00 2,272.7 Ladder 51.04
Peak
4 L 150 150.00 1,515.2 Ladder 55.86
Peak
5 L 200 150.00 1,136.4 Ladder 60.63
Peak
6 L 300 150.00 757.6 Ladder 69.89
Peak
7 L 400 150.00 568.2 Ladder 77.93
Peak
8 L 500 150.00 454.5 Ladder 83.63
Peak
9 L 600 150.00 378.8 Ladder 88.25
Peak
10 L 700 150.00 324.7 Ladder 91.32
Peak
11 L 1,000 150.00 227.3 Ladder 95.46
Peak
12 L 2,000 150.00 113.6 Ladder 101.55
Peak
13 L 3000  150.00 75.8 Ladder 104.67
Peak
lice pool .
[FU]
150 &
-
,\/Q
100 ~p
50 !
0 e
LI I T TTTT TTTT -
35 150 300 500 10380 [bp]
Overall Results for sample 1 : lice pool T
Number of peaks found: 16
Noise: 0.2
Corr. Area 1: 6,537.7
Region table for sample 1 : lice pool

FromTo Averag Corr. Molarit Conc. % of Size distribution
[bp] [bp] e Size Areay [pg/p Total in CV [%]

[bp] [pmol/ 1]
1]
200 3,298 618 6,537. 28,922.1 .8,575.1 99 59.6
7 8
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Electropherogram Summary Continued ...

Peak table for sample 1 : lice pool hilo pool1 -
Peak Size Conc. Molarity = Observati Aligned [FUl4 o§§
[bp]l [pg/upl] [pmol/l] ons Migration Time
1 435 125.00 54113 Lower 43.00 400
Marker 3004 =
2 322 1,502.88  7,082.5 71.62
200 !
3 343 402.37 1,779.5 73.31 1004
4 358 309.86 1,311.0 74.56 0 [
5 380 312.79 1,247.8 76.30 T T 1 T T 1T T TT 17 —
6 393 224.06 864.2 77.35 35 150 300 500 10380 [bp]
7 414 355.34 1,301.9 78.70 | |
8 457 350.00 1,159.7 81.19 Overall Results for sample 2 : hilo pool1l
9 477 218.49 693.4 82.34 Number of peaks found: 8
10 518 206.31 602.9 84.48 Noise: 0.1
11 568 174.05 464.3 86.77 Corr. Area 1: 12,262.2
12 615 289.02 7119 88.72 Region table for sample 2 : hilo pool1
13 654 269.62 624.5 89.92 FromTo Averag Corr. Molarit Conc. % of Size distribution
14 680 17875 3982 90.71 [bp] [bp] eSize Areay [pg/u Total in CV [%]
15 811 1,421.93  2,655.9 92.86 [bp] [pmol/ 1]
1]
16 2,969 5.10 26 104.57
17 4548 3.73 12 106.67 200 5,945 881 12,262 40,379.0 W14 463. 99 76.9
18 ) 10380 75.00 10.9 Upper 113.00 2 83
Marker
Peak table for sample 2 : hilo pool1l corn surpernat i23 -
. . A N
Peak Size Conc. Molarity  Observati Aligned [FU] Q"'Sb
[bp]l [pg/pl] [pmol/l] ons Migration Time 100 e
1 43 125.00 5411.3 Lower 43.00
Marker P -
2 416 3,513.07  12,808.0 78.82 50
3 444 608.87 2,076.9 80.45 I
4 459 354.35 1,168.7 81.31 0 e
5 508 994.50 2,964.3 84.01 M T 1T T T TIIT T17T11 -
6 518 282.47 825.8 84.47 35 150 300 500 10380 [bp]
7 927 4277.25  6,991.2 94.46 ) L
Overall Results for sample 3 : _corn surpernat i23
8 1,094  2,890.41  4,003.7 96.03 Number of peaks found: 12
Noise: 0.3
9 p 10,380 75.00 10.9 Upper 113.00 Corr. Area 1: 3,316.1
Marker Region table for sample 3 : corn surpernat i23
10 12,012 0.00 0.0 114.53 FromTo Averag Corr. Molarit Conc. % of Size distribution
[bp] [bp] e Size Areay [pg/p Total in CV [%]
[bp] [pmol/ 1]
1]
184 1,370 440 3,316. 21,337.8 Ml52455 93 38.7
1 4
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Electropherogram Summary Continued ...

Peak table for sample 3 : corn surpernat i23 corn drip seq i25 -
Peak Size Conc. Molarity = Observati Aligned [FU] S
[bp]l [pg/upl] [pmol/l] ons Migration Time 80—
1 43 125.00 5,411.3 Lower 43.00 <
Marker 60 o
-
2 291 951.88 4,958.6 69.04 40—
3 315 410.93 1,975.1 71.11
4 323 147.68 692.8 71.74 20 I
5 334 182.92 830.0 72.62 0
6 345 282.62 1,241.7 73.50 T T T 1 T T T 17T TT T ]
7 367 293.85 1,213.9 75.26 35 150 300 500 10380 [bp]
8 378 397.78 1,595.6 76.14
9 416 324.72 1,183.2 78.83 Overall Results for Sample 4 : Mmﬁ
10 443 121.54 415.6 80.38 Number of peaks found: 21
11 456 393.21 1,307.1 81.11 Noise: 0.3
12 510 390.65 1,159.6 84.11 Corr. Area 1: 1,709.5
13 570 515.10 1,369.9 86.85 Region table for sample 4 : corn drip seq i25
14 p 10,380  75.00 10.9 a’;’:fér 113.00 FromTo Averag Corr. Molarit Conc. % of Size distribution
[bp] [bp] e Size Areay [pg/u Total in CV [%]
[bp] [pmol/ 1]
1]
173 1,000 393 1,709. 10,354.0 M2371.7 90  31.4
5 3
Peak table for sample 4 : corn drip seq i25 jackie drips 1204 i2 .
Peak Size Conc. Molarity  Observati Aligned [FU] N
[bp]l [pg/pl] [pmol/l] ons Migration Time 80
1 {3 12500 54113 Lower 43.00 »
Marker 60—
-
2 265 350.93 2,006.6 66.65 40—
3 280 130.08 703.1 68.07
4 296 149.39 765.6 69.49 20 B
5 312 180.35 875.9 70.85 0
6 337 219.55 985.7 72.90 T T 11T T T TITT 1111 -
7 345 116.12 509.5 73.53 35 150 300 500 10380 [bp]
8 365 131.18 544.6 75.11 L ) .
9 377 97.72 3923 7611 Overall Results for sample 5 : _jackie drips 1204 i2
10 392 89.97 348.0 77.26 Number of peaks found: 14
11 414 88.72 3245 78.74 Noise: 0.3
12 440 164.60 566.8 80.21 Corr. Area 1: 1,303.3
13 480 259.84 820.8 82.47 Region table for sample 5 : jackie drips 1204 i2
14 571 101.65 269.5 86.93 FromTo Averag Corr. Molarit Conc. % of Size distribution
15 786 8.99 17.3 92.50 [bp] [bp] eSize Areay [pg/u Total in CV [%]
16 1,662 1531 14.0 99.49 [bp] [pmol/ 1]
17 2,048 20.21 15.0 101.70 |
18 2,570  17.93 10.6 103.33
19 2,722 1155 6.4 103.80 150 591 317 1,303. 10,947.6 M2,088.8 76  27.7
20 3,061  10.69 5.3 104.75 3 2
21 4,160 1843 6.7 106.17
22 5,707 547 15 108.17
23 p 10,380 75.00 10.9 Upper 113.00
Marker
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Electropherogram Summary Continued ...

Peak table for sample 5 : jackie drips 1204 i2 jackie drips 1209 i4 -
Peak Size Conc. Molarity = Observati Aligned [FU]
[bp]l [pg/upl] [pmol/l] ons Migration Time
1 43 125.00 5,411.3 Lower 43.00 60 o
Marker
2 127 1624 194.4 53.61 405 B
3 255 559.53 3,321.0 65.75 20
4 277 144.58 790.7 67.77 .
5 290 555.54 2,900.2 68.98 0— 7
6 383 20.37 80.6 76.57 T T 171 T T T TT T TT 11 —
7 404 23.39 87.7 78.16 35 150 300 500 10380 [bp]
8 423 14.72 52.8 79.22
9 926 21.41 35.0 94.44 Overall Results for sample 6 : jackie drips 1209 i4
10 991 12.43 19.0 95.34 Number of peaks found: 15
11 1,215 17.85 22.3 96.77 Noise: 0.2
12 1,572 14.64 141 98.95 Corr. Area 1: 1,558.6
13 1842 714 5.9 100.59 Region table for sample 6 : jackie drips 1209 i4
14 2423 1066 6.7 102.87 FromTo Averag Corr. Molarit Conc. % of Size distribution
15 p 10380 75.00 109 \oper 113.00 [bp] [bp] eSize Areay [pg/u Total in CV [%]
[bp] [pmol/ 1]
16 12,814 0.00 0.0 115.28 1]
161 676 343 1,558. 13,656.4 M27951 83  28.8
6 6
Peak table for sample 6 : jackie drips 1209 i4 jackie drips 1210 i5 .
Peak Size Conc. Molarity ObservatiAligned [FU] =
[bp]l [pg/upl] [pmol/l] ons Migration Time 100 »
1 43 125.00 5411.3 Lower 43.00 5
Marker 3
-
2 274 870.65 4,809.2 67.51 50—
3 281 303.83 1,636.9 68.15
4 297 1,165.63  5,949.5 69.60 N
O_
5 441 97.32 334.6 80.25 T T 11T T T TITT 1171 -
6 475 30.65 97.9 82.17 35 150 300 500 10380 [bp]
7 485 33.91 106.0 82.76
s 504 88.70 266.4 83.83 Overall Results for sample 7 : _jackie drips 1210 i5
9 591 18.52 475 87.85 Number of peaks found: 4
10 653 13.71 31.8 89.88 Noise: 0.4
11 774 22.74 445 92.34 Corr. Area 1: 1,914
12 1,059 57.11 81.7 95.82 Region table for sample 7 : jackie drips 1210 i5
13 1604  22.03 20.8 99.14 FromTo Averag Corr. Molarit Conc. % of Size distribution
14 1,990  20.29 15.4 101.49 [bp] [bp] e Size Areay [pg/p Total in CV [%]
15 2,599 28.84 16.8 103.42 [bp] [pmol/ 1]
16 4893 948 2.9 107.11 I
17 p 10,380 75.00 10.9 Upper 113.00
Marker 144 637 311 1,991. 18,865.6 M35905 87  25.9
4 2

2100 Expert (B.02.08.S51648) © Copyright 2003 - 2009 Agilent Technologies, Inc. Printed: 8/2/2017 3:51:50 PM



2017-08-02_001.xad

Assay Class:
Data Path:

Peak table for sample 7 :

Peak Size

[bp]
1 43
2 253
3 263
4 273
5 456
6 p 10,380

Peak table for sample 8 :

Peak Size

[bp]
1 435
2 264
3 281
4 437
5 529
6 593
7 625
8 655
9 837
10 908
11 1,042
12 1,275
13 1,436
14 1,695
15 1,803
16 1,991
17 2,402
18 2,926
19 4,258
20 5,018

21 Jp 10,380

High Sensitivity DNA Assay
C:\... bioanalyzer\2100 expert\data\2017-08-02\2017-08-02_001.xad

Electropherogram Summary Continued ...

Conc.

[pg/ul]
125.00

996.91
279.00
2,000.18

42.67
75.00

Conc.

[pg/pl]
125.00

861.44
1,682.09

211.18
66.59
19.55
14.31
14.29
24.35
20.73
20.69
19.09
15.32
13.48
17.04
16.25
21.06
21.20
6.19
7.95
75.00

jackie drips 1210 i5

Molarity
[pmol/I]
5,411.3

5,961.1
1,608.9
11,1135

141.8
10.9

Observati Aligned

ons Migration Time
Lower 43.00
Marker
65.58
66.44
67.36
81.11
Upper 113.00
Marker

jackie drips 1232 i6

Molarity
[pmol/I]
5411.3

4,945.2
9,069.3

732.7
190.6
50.0
34.7
331
44.1
34.6
30.1
22.7
16.2
12.1
14.3
12.4
133
11.0
2.2
24
10.9

Observati Aligned
ons Migration Time
Lower 43.00
Marker
66.55
68.13

80.02
84.98
87.92
89.01
89.94
93.21
94.19
95.72
97.14
98.12
99.70
100.35
101.50
102.81
104.44
106.29
107.28

Upper 113.00
Marker

[FU] | &

80
60
40
20

0+

Page 7 of 11
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35 150 300 500

Overall Results for sample 8 :
Number of peaks found:

Noise:

Corr. Area 1:

Region table for sample 8 :

10380 [bp]

jackie drips 1232 i6
19
0.1
2,167.3

jackie drips 1232 i6

FromTo Averag Corr. Molarit Conc. % of Size distribution
[bp] [bp] e Size Areay [pg/u Total in CV [%]
[bp] [pmol/ 1]
1]
168 647 335 2,167. 15218.9 MI30495 83 285
3 7
maika lib -
[FU] ¥
500
-
< Q -
5 . '\,653 > A
» S 4
ot ALV
mTTT T T TTTT 71T T1 -
35 150 300 500 10380 [bp]
Overall Results for sample 9 : maika lib T
Number of peaks found: 14
Noise: 0.3
Corr. Area 1: 1,694.8
Region table for sample 9 : _maika lib

From To
[bp] [bp] e Size Areay

Averag Corr. Molarit Conc. % of Size distribution

[pg/u Total in CV [%]

[bp] I[]IJmoll 1]

1,256 6,093 2,649 1,694. 991.7
8

Mi16219 71 319
2

2100 Expert (B.02.08.51648)

© Copyright 2003 - 2009 Agilent Technologies, Inc.

Printed: 8/2/2017 3:51:50 PM



2017-08-02_001.xad Page 8 of 11

Assay Class: High Sensitivity DNA Assay Created: 8/2/2017 3:09:18 PM
Data Path: C:\... bioanalyzer\2100 expert\data\2017-08-02\2017-08-02_001.xad Modified: 8/2/2017 3:51:32 PM

Electropherogram Summary Continued ...

Peak table for sample 9 : maika lib maika 1
. . I D ]
Peak Size Conc. Molarity = Observati Aligned [FU] e
[bp]l [pg/upl] [pmol/l] ons Migration Time 400 }
1 43 125.00 5,411.3 Lower 43.00 i
Marker 300
-
2 332 8.30 37.9 72.48 200 ]
3 391 13.62 52.7 77.23 ”
4 440 8424 290.3 80.19 1004 ~»
5 500 141.88 429.8 83.63 0 4 o
6 583 68.05 176.9 87.46 T T 17T T T TTT T 1T 711 =
7 601 29.88 75.4 88.28 35 150 300 500 10380 [bp]
8 647 17.66 41.3 89.70 | |
9 699 57.79 125.3 91.29 Overall Results for Sample 10 : M
10 785 348.00 671.9 92.49 Number of peaks found: 21
11 1,087 51.95 72.4 95.99 Noise: 0.7
12 1,527  45.20 44.8 98.67 Corr. Area 1: 2,261.8
13 2,164  1,62595  1,138.6 102.06 Region table for sample 10 : maika 1
FromTo Averag Corr. Molarit Conc. % of Size distribution
14 p 10380 75.00 109 \oper 113.00 [bp] [bp] eSize Areay [pg/u Total in CV [%]
[bp] [pmol/ 1]
15 12,949 0.00 0.0 115.41 1]
16 43,714 0.00 0.0 144.23 1627 8277 3237  2,261. 5754 WM10402 72 489
8 2
Peak table for sample 10 : maika 1
Peak Size Conc. Molarity  Observati Aligned Peak Size Conc. Molarity  Observati Aligned
[bp]l [pg/pl] [pmol/l] ons Migration Time [bp] [pg/pl] [pmol/l] ons Migration Time
1 43 125.00 5411.3 Lower 43.00 20 20,339 0.00 0.0 122.33
Marker
2 373 19.24 78.2 75.74 21 23,934 0.00 0.0 125.70
3 431 23.63 83.0 79.71
4 444 15.26 52.1 80.43 22 24,936  0.00 0.0 126.64
5 511 18.84 55.9 84.13
6 542 2.85 8.0 85.56 23 26,704  0.00 0.0 128.29
7 609 17.67 43.9 88.54
8 651 74.58 173.6 89.81
9 685 108.20 239.3 90.86
10 1,106  11.63 15.9 96.11
11 1,296  16.10 18.8 97.27
12 1,885  199.54 160.3 100.85
13 2,148 88242 622.4 102.01
14 ) 10,380 75.00 10.9 Upper 113.00
Marker
15 13,268 0.00 0.0 115.71
16 14,800 0.00 0.0 117.14
17 16,509 0.00 0.0 118.74
18 17,393 0.00 0.0 119.57
19 18,689 0.00 0.0 120.78
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Electropherogram Summary Continued ...
maika 2 - Peak table for sample 11 : maika 2
o
[FU] N Peak Size Conc. Molarity  Observati Aligned
n [bp]l [pg/ul] [pmol/l] ons Migration Time
300 1 435 125.00 5,411.3 Lower 43.00
Marker
200 & : 2 367 3261 1345 75.30
. S & 3 403 2147 80.8 78.08
1004 » o : %q@; ﬁ” ,4;?’ 4 422 23.92 85.8 79.20
0 b A e 2 5 437 15.33 53.2 80.03
T T T1 T T T 17T T1 T - 6 463 12.28 40.2 81.54
35 150 300 500 10380 [bp] 7 499 32.25 97.8 83.60
| | 8 596 31.10 79.1 88.05
Overall Results for sample 11 : maika 2 9 633 75.31 180.2 89.28
Number of peaks found: 21 10 670 84.79 191.9 90.39
Noise: 1.0 11 887 16.30 27.9 93.90
Corr. Area 1: 1,501.0 12 1,274 10.04 12.0 97.13
Region table for sample 11 : maika 2 13 1,447 10.90 11.4 98.19
FromTo Averag Corr. Molarit Conc. % of Size distribution 14 1,795 900.89 7605 10030
[bp] [bp] eSize Areay [pg/u Total in CV [%] 15 509  16.20 48 107.38
[bp] [pmol/ 1] 16 5,700  56.30 15.0 108.16
1] 17 10,380 75.00 10.9 Upper 113.00
Marker
1177 6,852 2409  1,501. 667.3 MN9e1.45 70  42.2 18 13471 0.00 0.0 115.90
0
19 14,779 0.00 0.0 117.12
20 16,027 0.00 0.0 118.29
21 17,216 0.00 0.0 119.40
Peak Size Conc. Molarity  Observati Aligned
[bp]l [pg/pl] [pmol/l] ons Migration Time
22 21,675 0.00 0.0 123.58
23 33,861 0.00 0.0 135.00
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Gel Image
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