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Electrophoresis File Run Summary

= P A : w w  Instrument Information:
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I S5 W om v w ™~ = o  Assay Information:
Ex Assay Origin Path: C:\Program Files\Agilent\2100 bioanalyzer\2100
expert\assays\dsDNA\High Sensitivity DNA.xsy
Assay Class: High Sensitivity DNA Assay
FOO0 — s Version: 1.03
2000 —  — Assay Comments: Copyright © 2003-2010 Agilent Technologies
1000 —  s—
B0 — ——
E00 — —— Chip Information:
0 — Chip Lot #:
o - ——
i Reagent Kit Lot #:
200 —
160 — Chip Comments:
n) - ——
T — — — — — — — —————
L 1 2 ] 4 g 3 7 ] 1 1 1
BABE V4 (1:70) H1027P (1:5) 1.Grape G3 - A
GBS Test Lig Buffers
[FU] [FUl+ [FUl_
500 100
50
50
0 0 0
T T 17T T T T ITT 17171 T T 1T T T T TT T TT 11 T T T 1T T T T 1T T 11711
35 150 300 500 1000 10380 [bp] 35 150 300 500 1000 10380 [bp] 35 150 300 500 1000 10380 [bp]
2Moran A1 -A 3LlondoF12-A 4KimAl1-A
GBS Test Lig Buffers GBS Test Lig Buffers GBS Test Lig Buffers
[FU] [FU] [FUI
100 60
50 404
50
20
0 . "l 0 0—
T T T T T T T 11T 11T T T 1T T T TIrr Irri LI I I N R R N R N N
35 150 300 500 1000 10380 [bp] 35 150 300 500 10380  [bp] 35 150 300 500 10380  [bp]
5 Grape G3 -B 6 Grape G3 -C 7 Grape G3 -D
GBS Test Lig Buffers GBS Test Lig Buffers GBS Test Lig Buffers
[FU] [FU] [FUI
5O_M bu‘\_’_J\\A
O_
TT 11 TTIT T 1T 17 T T 11T T T T IITT T17T11
150 300 500 10380  [bp] 150 300 500 10380 [bp] 35 150 300 500 10380  [bp]
8 Grape G3 - E 9 Grape G3 - F
GBS Test Lig Buffers GBS Test Lig Buffers
[FU] [FU]
60
40
20
0
TT1 TT11
150 300 500 10380 [bp] 150 300 500 10380 [bp]
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Assay Class:
Data Path:

High Sensitivity DNA Assay
C:\... bioanalyzer\2100 expert\data\2017-08-07\2017-08-07_001.xad

Electrophoresis File Run Summary (Chip Summary)

Sample Name

BABE V4 (1:70)
H1027P (1:5)
1. Grape G3 - A
2 Moran Al - A
3 Llondo F12 - A
4 Kim Al -A

5 Grape G3 -B
6 Grape G3 - C
7 Grape G3-D
8 Grape G3 - E
9 Grape G3 - F
Ladder

Chip Lot #

Chip Comments :

Sample Comment Rest. Digest Status Observation

GBS Test Lig Buffers
GBS Test Lig Buffers
GBS Test Lig Buffers
GBS Test Lig Buffers
GBS Test Lig Buffers
GBS Test Lig Buffers
GBS Test Lig Buffers
GBS Test Lig Buffers
GBS Test Lig Buffers

CALLUEL LK

Reagent Kit Lot #

Created:  8/7/2017 10:48:11 AM
Modified:  8/7/2017 11:29:32 AM

Result Label Result
Color
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Assay Class:
Data Path:

High Sensitivity DNA Assay
C:\... bioanalyzer\2100 expert\data\2017-08-07\2017-08-07_001.xad

Electropherogram Summary

[FUT
200 =
150 =
100 S =
> =
50 M —
0 -
T T 11 T T T 11T 1T 1T 11
35 150 300 500 1000 10380 [bp]
Overall Results for Ladder T
Noise: 0.2
Peak Size Conc. Molarity  Observati Aligned
[bp]l [pg/pl] [pmol/l] ons Migration Time
14 L 7.000  150.00 325 Ladder 109.72
Peak
15 p 10,380 75.00 10.9 Upper 113.00
Marker

Created:
Modified:

8/7/2017 10:48:11 AM
8/7/2017 11:29:32 AM

Peak table for Ladder

Peak Size Conc. Molarity  Observati Aligned
[bp]l [pg/ul] [pmol/l] ons Migration Time

1 ‘ 35 125.00 5,411.3 Lower 43.00
Marker

2 L 50 150.00 4,545.5 Ladder 45.32
Peak

3 L 100 150.00 2,272.7 Ladder 50.91
Peak

4 L 150 150.00 1,515.2 Ladder 55.63
Peak

5 L 200 150.00 1,136.4 Ladder 60.30
Peak

6 L 300 150.00 757.6 Ladder 69.39
Peak

7 L 400 150.00 568.2 Ladder 77.34
Peak

8 L 500 150.00 454.5 Ladder 83.16
Peak

9 L. 600 150.00 378.8 Ladder 88.09
Peak

10 L 700 150.00 324.7 Ladder 91.28
Peak

11 L 1,000 150.00 227.3 Ladder 95.61
Peak

12 L 2,000  150.00 1136 Ladder 101.60
Peak

13 L 3,000 150.00 75.8 Ladder 104.65
Peak

BABE V4 (1:70)

[FU]
500
&
'\94\')/
"5
0 g
T T T T T T TTT 1T 11
35 150 300 500 1000 10380 [bp]

Overall Results for sample 1

Number of peaks found: 25
Noise: 0.4
Corr. Area 1: 4,237.0

Region table for sample 1

FromTo Averag Corr. Molarit Conc. % of Size distribution
[bp] [bp] e Size Areay [pg/p Total in CV [%]
[bp] [pmol/ 1]
1]

43 387 207 4,237. 61,709.0 M5,485.7 95 44.0
0 7

2100 Expert (B.02.08.51648)
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Assay Class: High Sensitivity DNA Assay Created:  8/7/2017 10:48:11 AM
Data Path: C:\... bioanalyzer\2100 expert\data\2017-08-07\2017-08-07_001.xad Modified:  8/7/2017 11:29:32 AM

Electropherogram Summary Continued ...

Peak table for sample 1

Peak Size Conc. Molarity  Observati Aligned Peak Size Conc. Molarity  Observati Aligned
[bp]l [pg/upl] [pmol/l] ons Migration Time [bp]l [pg/ul] [pmol/l] ons Migration Time
1 4 0.00 0.0 34.09 26 ) 10,380 75.00 10.9 Upper 113.00
2 6 0.00 0.0 34.85 Marker
3 11 0.00 0.0 36.01 27 11,712 0.00 0.0 114.29
4 13 0.00 0.0 36.63
5 435 125.00 5411.3 Lower 43.00
Marker
6 50 257.83 7,858.5 45.27
7 60 260.23 6,621.0 46.38
8 68 277.38 6,188.6 47.32
9 89 327.15 5,544.1 49.72
10 96 335.36 5,283.4 50.48
11 114 220.57 2,934.9 52.22
12 123 186.06 2,295.1 53.06
13 136 218.27 2,439.5 54.27
14 139 375.38 4,095.6 54.58
15 159 163.18 1,552.6 56.49
16 170 190.80 1,703.3 57.47
17 179 132.39 1,119.1 58.36
18 190 241.72 1,925.6 59.39
19 200 340.53 2,583.3 60.28
20 222 146.82 1,003.1 62.28
21 230 103.14 679.2 63.04
22 237 262.53 1,678.7 63.66
23 265 53.03 303.3 66.20
24 291 220.01 1,146.2 68.56
25 313 1,22831 59449 70.43
H1027P (1:5) . . Peak table for sample 2
[FUl ANy Peak Size Conc. Molarity ObservatiAligned
[bp] [pg/pl] [pmol/l] ons Migration Time
- 1 33 0.00 0.0 42.42
100+ o 2 435 125.00 5411.3 Lower 43.00
Marker
50 B 3 a7 9.67 312.9 44.83
4 271 787.54 4,406.9 66.73
0 5 —— i = 5 282 240.82 1,295.9 67.72
TT T 11 1T T T1 TT 11 6 295 1,316.88  6,767.8 68.92
35 150 300 500 1000 10380 [bp]
L 7 477 18.55 58.9 81.81
Overall Results for sample 2 491 20.65 016 82.62
Number of peaks found: 10 9 523 7.83 22.7 84.27
Noise: 0.3 10 538 24.11 67.9 85.03
Corr. Area 1: 2,796.3 11 609 2.91 7.2 88.37
Region table for sample 2 12 J 10,380 75.00 10.9 Upper 113.00
FromTo Averag Corr. Molarit Conc. % of Size distribution Marker
[bp] [bp] e Size Areay [pg/u Total in CV [%]
[bp] [pmol/ 1]
1]
148 1,000 324 2,796. 12,561.9 M2,486.2 97  26.2
3 2

2100 Expert (B.02.08.S51648) © Copyright 2003 - 2009 Agilent Technologies, Inc. Printed:  8/7/2017 11:36:51 AM



2017-08-07_001.xad

Page 5 of 12

Assay Class: High Sensitivity DNA Assay
Data Path: C:\... bioanalyzer\2100 expert\data\2017-08-07\2017-08-07_001.xad

Electropherogram Summary Continued ...

1. Grape G3 - A [ GBS Test Lig Buffers ]

Peak table for sample 3 :

[FUT | N Peak Size Conc.
[bp] [pg/pl]
80 - 1 43 125.00
60
2 39 162.81
o 3 51 59.19
20 4 71 29.65
0 Lt = 5 230 11.15
T T 1 T T 11 TT 11 6 248 21.06
35 150 300 500 1000 10380  [bp] 7 255 23.91
8 262 18.39
Overall Results for sample 3 : 1.GrapeG3-A 9 273 30.69
Number of peaks found: 21 10 282 27.80
Noise: 0.4 11 290 23.31
Corr. Area 1: 191.7 12 299 45.88
Region table for sample 3 : 1. GrapeG3-A 13 314 31.00
FromTo Averag Corr. Molarit Conc. % of Size distribution 14 820 3552
[bp] [bp] eSize Areay [pg/p Total in CV [%] 15 sl 744l
[bp] [pmol/ 1] 16 361 19.88
1] 17 371 41.20
18 387 22.94
200 1,000 327 191.7 14860 M31254 67 143 19 408 1391
20 418 12.14
21 441 7.30
22 456 6.01
23 p 10,380 75.00

2 Moran Al - A [ GBS Test Lig Buffers ]

Peak table for sample 4 :

1.GrapeG3 -A

Molarity
[pmol/I]
5,411.3

6,406.5
1,769.9
634.3
73.4
128.5
142.2
106.2
170.6
149.6
121.8
2325
149.8
168.3
330.9
83.5
168.1
89.7
51.6
44.0
25.1
20.0
10.9

Created:
Modified:

8/7/2017 10:48:11 AM
8/7/2017 11:29:32 AM

Observati Aligned

ons

Lower
Marker

Upper
Marker

2 Moran Al -A

Migration Time
43.00

43.54
45.39
47.65
63.03
64.69
65.28
65.96
66.90
67.72
68.48
69.30
70.47
70.96
72.63
74.21
75.07
76.33
77.82
78.41
79.71
80.62
113.00

[FU] Ay Peak Size Conc. Molarity ObservatiAligned
80 - [bp] [pg/pl] [pmol/l] ons Migration Time
- 1 435 125.00 54113 Lower 43.00
60 Marker
40— 2 39 135.94 5,304.5 4359
& 3 51 38.21 1,138.7 45.41
20 BN
& 4 71 14.26 305.3 47.64
07 - 3 = 5 250  27.68 1675 64.88
TT T 1 T T T T1 TT 11 6 259 22.89 134.0 65.65
35 150 300 500 1000 10380 [bp] 7 268 22.92 129.4 66.52
o Il Results f 4 M AL-A L 8 279 38.83 211.0 67.47
verall Results for sample 4 : ~<HoranAl-A 9 290 28.71 150.1 68.47
Number of peaks found: 19 10 206 27.09 138.7 69.02
Noise: 0.5 11 312 51.62 250.8 70.34
Corr. Area 1: 353.2 12 335 70.91 320.4 72.20
Region table for sample 4 : 2 Moran Al - A 13 350 19.04 82.4 73.38
FromTo Averag Corr. Molarit Conc. % of Size distribution 14 356 34.29 145.7 73.88
[bp] [bp] eSize Areay [pg/u Total in CV [%] 15 390 16.56 64.3 76.57
[bp] [pmol/ 1] 16 403 21.25 79.9 77.52
1] 17 419 13.35 48.2 78.48
18 441 7.47 25.7 79.71
200 1,000 338 353.2 2,347.8 M49519 75 209 19 455 9.31 31.0 80.57
20 p 10,380 75.00 10.9 Upper 113.00
Marker
21 12,163 0.00 0.0 114.73
2100 Expert (B.02.08.S51648) © Copyright 2003 - 2009 Agilent Technologies, Inc. Printed:  8/7/2017 11:36:51 AM
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Assay Class:

Data

[FU]

100

Overall Results for sample 5 :

Path:

High Sensitivity DNA Assay
C:\... bioanalyzer\2100 expert\data\2017-08-07\2017-08-07_001.xad

Electropherogram Summary Continued ...

3 Londo F12 - A [ GBS Test Lig Buffers ]

%)

A

T
35

T T
150 300

Number of peaks found:

Noise:

Corr. Area 1:

Region table for sample 5 :
From To

200

Peak

27
28
29
30
31
32
33
34
35
36
37
38
39
40
a1
42
43
a4

[bp] [bp] e Size Areay
[bp]
1,000 386
Size Conc.
[bp] [pg/pl]
670 3.65
708 8.82
792 4.59
979 5.22
1,088 4.78
1,213 575
1507 6.78
1,717 7.10
1,950 5.87
2,372  5.60
2,615 6.39
2,874 6.01
3,245 475
3,941 585
4344 455
5481 527
6,507 9.91
p 10,380 75.00

11,674 0.00

45

500 1000 10380  [bp]

3londoF12-A
43
0.6
992.3
3londoF12-A

Averag Corr. Molarit Conc. % of Size distribution

[pg/u Total in CV [%]
[pmol/ 1]
1]

9923 4,642.8 M1,057.5 77 33.7

1

Molarity  Observati Aligned
[pmol/I] ons Migration Time

8.3 90.33
18.9 91.40
8.8 92.61
8.1 95.30
6.6 96.14
7.2 96.88
6.8 98.65
6.3 99.90
4.6 101.29
3.6 102.73
3.7 103.48
3.2 104.27
22 104.96
2.2 105.85
1.6 106.36
15 107.80
2.3 109.10
10.9 Upper 113.00
Marker
0.0 114.25

Peak table for sample 5 :

Peak

© 00 N o g B~ WwN

NRNNNRNNNRERRRERRR PR B R
O U1 AR WNBPO®©®NO®U ™~ WNR O

[FUT_|

60
40

20

Size
[bp]
35

39

50

69

236
248
260
269
294
300
310
322
331
349
363
398
412
428
459
482
496
527
569
583
602
635

Conc.

[pg/ul]

125.00

123.46
36.29
20.79
23.54
2451
44.70
49.65
127.00
45.56
52.69
44.82
85.96
71.75
148.83
51.09
28.68
55.35
19.13
15.58
28.33
16.73
5.84
531
5.67
5.66

4 Kim Al - A [ GBS Test Lig Buffers ]

Molarity
[pmol/I]
5,411.3

4,844.9
1,008.3
455.5
151.1
149.9
260.4
279.4
655.0
229.7
257.7
211.2
393.6
311.6
621.3
194.5
105.4
195.7
63.2
49.0
86.5
48.1
155
13.8
14.3
135

Created:  8/7/2017 10:48:11 AM
Modified:  8/7/2017 11:29:32 AM

3londo F12 - A

Observati Aligned

ons

Lower
Marker

Migration Time
43.00

43.56
45.32
47.46
63.58
64.65
65.76
66.60
68.83
69.43
70.17
71.10
71.85
73.29
74.40
77.19
78.07
79.00
80.76
82.11
82.95
84.48
86.57
87.27
88.15
89.22

Overall Results for sample 6 :

35

150

Number of peaks found:

Noise:
Corr. Area 1:

Region table for sample 6 :

From To

[bp] [bp] e Size Areay

300

)&3
T 1T TT 1T =
500 1000 10380  [bp]
4KimAl-A T
27
0.8
432.4
4KimAl1-A

Averag Corr. Molarit Conc. % of Size distribution

[bp]

200 1,000 336

[pmol/ 1]
1]

4324 41125 M873.60 79

[pg/u Total in CV [%]

17.6

2100 Expert (B.02.08.51648)

© Copyright 2003 - 2009 Agilent Technologies, Inc.
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Assay Class: High Sensitivity DNA Assay Created:  8/7/2017 10:48:11 AM
Data Path: C:\... bioanalyzer\2100 expert\data\2017-08-07\2017-08-07_001.xad Modified:  8/7/2017 11:29:32 AM

Electropherogram Summary Continued ...

Peak table for sample 6 : 4KimAl-A
Peak Size Conc. Molarity  Observati Aligned Peak Size Conc. Molarity  Observati Aligned
[bp]l [pg/upl] [pmol/l] ons Migration Time [bp]l [pg/ul] [pmol/l] ons Migration Time
33 0.00 0.0 42.44 27 7,826  7.52 15 110.52
2 43 125.00 5411.3 Lower 43.00 28 8,452  6.53 1.2 111.13
Marker 29 ) 10,380 75.00 10.9 Upper 113.00
3 46 42.85 1,405.3 44.73 Marker
4 236 23.77 152.4 63.61
5 256 53.81 318.6 65.38
6 271 61.73 345.4 66.74
7 287 89.65 473.7 68.19
8 300 79.04 399.7 69.36
9 308 68.60 337.1 70.06
10 324 36.85 172.5 71.27
11 341 107.88 479.0 72.67
12 352 41.16 177.3 73.51
13 374 33.94 137.4 75.29
14 388 33.25 130.0 76.36
15 406 41.76 156.0 77.67
16 445 27.11 92.3 79.96
17 466 9.18 29.9 81.18
18 477 8.06 25.6 81.83
19 2,795 311 1.7 104.03
20 3,096 953 47 104.78
21 3,907 5.07 2.0 105.80
22 4387 561 1.9 106.41
23 4,829 857 2.7 106.97
24 5825 11.85 3.1 108.23
25 6,120 8.86 2.2 108.61
26 6,673 14.64 3.3 109.31
5 Grape G3 - B [ GBS Test Eig Buffers ] Peak table for sample 7 : 5 Grape G3 -B
[FU] ; ’»& 3] Peak Size Conc. Molarity  Observati Aligned
100 | [bpl [pg/pl] [pmol/l] ons Migration Time
- 1 33 0.00 0.0 42.38
2 435 125.00 5411.3 Lower 43.00
50 Marker
3 45 46.39 1,545.9 44.62
- 4 244 602.13 3,733.1 64.34
0 = 5 259 344.96 2,021.9 65.62
TT 1 T T T T TT T 1111 6 271 477.61 2,669.8 66.76
35 150 300 500 1000 10380 [bp] 7 299 334.66 1,694.2 69.33
8 343 94.46 416.8 72.84
Overall Results for sample 7 : 5GrapeG3-B 9 366 53.54 2219 74.60
Number of peaks found: 22 10 397 17.64 67.3 77.12
Noise: 0.7 11 416 14.06 51.2 78.26
Corr. Area 1: 1,542.0 12 453 19.34 64.6 80.45
Region table for sample 7 : 5 Grape G3 - B 13 466 19.53 63.4 81.21
FromTo Averag Corr. Molarit Conc. % of Size distribution 14 514 372l 109.6 83.87
[bp] [bp] eSize Areay [pg/u Total in CV [%] 15 560 16.70 45.2 86.10
[bp] [pmol/ 1] 16 590 20.94 53.8 87.58
17 615 13.36 32.9 88.57
18 664 20.28 46.3 90.14
158 1,000 350 1,542. 12,181.7 M2.375.4 91 425 19 786 13.29 25.6 92.52
0 3 20 891 8.53 145 94.04
21 1,293 356 42 97.37
22 2,497  3.19 1.9 103.12
23 3173 251 1.2 104.87
24 ) 10,380 75.00 10.9 Upper 113.00
Marker

2100 Expert (B.02.08.S51648) © Copyright 2003 - 2009 Agilent Technologies, Inc. Printed:  8/7/2017 11:36:51 AM
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Assay Class: High Sensitivity DNA Assay

Data Path: C:\... bioanalyzer\2100 expert\data\2017-08-07\2017-08-07_001.xad

Electropherogram Summary Continued ...

6 Grape G3 - C [ GBS Test Lig Buffers ]

Peak table for sample 8 :

Created:

Modified:

6 Grape G3 -C

8/7/2017 10:48:11 AM
8/7/2017 11:29:32 AM

[FU] S Peak Size Conc. Molarity  Observati Aligned
[bp]l [pg/ul] [pmol/l] ons Migration Time
100 - 1 435 125.00 5,411.3 Lower 43.00
Marker
2 39 112.72 4,379.6 43.62
3 49 42.66 1,332.1 45.09
4 70 11.18 240.4 47.60
5 251 30.52 184.0 64.97
T T 1 T T 171 TT 11 = 6 259 22.11 129.5 65.64
35 150 300 500 1000 10380 [bp] 7 272 52.90 295.0 66.82
8 284 27.09 144.4 67.96
Overall Results for Sample 8 : mm 9 296 61.82 316.7 69.01
Number of peaks found: 20 10 310 25.94 126.7 70.19
Noise: 0.6 11 325 48.60 226.6 71.38
Corr. Area 1: 439.8 12 333 33.40 152.1 72.00
Region table for sample 8 : 6 Grape G3 -C 13 343 32.89 145.1 72.85
FromTo Averag Corr. Molarit Conc. % of Size distribution 1 349 4110 1782 7333
[bp] [bp] eSize Areay [pg/u Total in CV [%] 15 36 2235 926 7461
[bp] [pmol/ 1] 16 379 23.70 94.7 75.70
1] 17 389 18.84 73.4 76.46
18 408 38.80 144.2 77.79
200 1,000 343 439.8 2,663.7 Mi57460 81  19.0 19 446 19.48 66.1 80.02
20 474 6.80 21.7 81.63
21 484 11.52 36.0 82.25
22 ) 10,380 75.00 10.9 Upper 113.00
Marker
7 Grape G3 - D [ GBS Test Lig Buffers ] . Peak table for sample 9 : 7 Grape G3 -D
[FU] | Ay Peak Size Conc. Molarity ObservatiAligned
[bp] [pg/pl] [pmol/l] ons Migration Time
60— = 1 43 125.00 5411.3 Lower 43.00
Marker
407 2 40 154.08 5,893.8 43.71
20 3 48 81.26 2,569.9 44.99
4 70 25.43 546.9 47.60
0 = 5 236 20.77 133.2 63.60
T 11 1T T 11 TT 11 6 252 22.72 136.4 65.07
35 150 300 500 1000 10380 [bp] 7 261 3557 206.2 65.87
L 8 276 34.56 189.4 67.25
Overall Results for sample 9 : 7 Grape G3 -D 9 284 50.21 2676 67.96
Number of peaks found: 20 10 299 52.94 268.4 69.29
Noise: 0.6 11 315 35.53 171.0 70.57
Corr. Area 1: 328.7 12 324 46.48 217.1 71.33
Region table for sample 9 : 7 Grape G3 - D 13 332 33.26 151.7 71.95
FromTo Averag Corr. Molarit Conc. % of Size distribution 14 %42 7119 8151 72.76
[bp] [bp] eSize Areay [pg/u Total in CV [%] 15 360 48.86 205.9 74.13
[bp] [pmol/ 1] 16 370 42,51 174.2 74.94
1] 17 388 3114 1215 76.41
18 401 39.86 150.6 77.41
200 1,000 348 328.7 2958.6 M650.16 79  18.3 19 430 40.36 142.3 79.07
20 451 22.60 75.9 80.30
21 479 17.55 55.6 81.92
22 ) 10,380 75.00 10.9 Upper 113.00
Marker
2100 Expert (B.02.08.S51648) © Copyright 2003 - 2009 Agilent Technologies, Inc. Printed:  8/7/2017 11:36:51 AM
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Assay Class: High Sensitivity DNA Assay

Data Path: C:\... bioanalyzer\2100 expert\data\2017-08-07\2017-08-07_001.xad

Electropherogram Summary Continued ...

8 Grape G3 - E [ GBS Test Lig Buffers ]

[FU]_| >
60 =
40
- -}
20 q/bq
0 sy

T T T T T1 TTTT
35 150 300 500 1000 10380 [bp]

Overall Results for sample 10 : 8 Grape G3 - E
Number of peaks found: 18

Noise: 0.6

Corr. Area 1: 266.4

Region table for sample 10 : 8 Grape G3 - E
FromTo Averag Corr. Molarit Conc. % of Size distribution

[bp] [bp] e Size Areay [pg/u Total in CV [%]
[bp] [pmol/ 1]
1]
200 1,000 336 266.4 2,392.2 M504.90 77 20.4

9 Grape G3 - F [ GBS Test Lig Buffers ]

Peak table for sample 10 :

Peak

N

Peak table for sample 11 :

Size
[bp]
33

q 35

43
64
248
259
278
289
302
310
326
350
362
370
380
398
424
452
2,699

Conc.

[pg/ul]
0.00

125.00

62.61
12.86
15.17
24.96
22.50
57.00
26.27
34.28
21.14
34.28
17.06
19.22
20.32
14.99
16.84
12.70
1.58

p 10,380 75.00

Created:
Modified:

8 Grape G3 - E

8/7/2017 10:48:11 AM
8/7/2017 11:29:32 AM

Molarity  Observati Aligned

[pmol/I]
0.0
54113

2,201.7
304.3
92.8
145.8
122.7
298.8
131.8
167.6
98.2
148.6
715
78.8
81.1
57.1
60.1
42.6
0.9
10.9

ons

Lower
Marker

Upper
Marker

9 Grape G3 - F

Migration Time
4233
43.00

44.25
46.89
64.65
65.71
67.39
68.40
69.55
70.17
71.47
73.34
74.30
74.93
75.74
77.18
78.77
80.35
103.73
113.00

[FUl Ay Peak Size Conc. Molarity ObservatiAligned
[bp] [pg/pl] [pmol/l] ons Migration Time
80 - 1 33 0.00 0.0 4237
60 2 435 125.00 5,411.3 Lower 43.00
Marker
40
3 42 51.90 1,877.2 44.06
20 4 63 12.62 301.4 46.82
0 = 5 220 9.14 62.8 62.14
T T 1 T T T 11 TT 11 6 230 14.50 95.3 63.06
35 150 300 500 1000 10380 [bp] 7 240 15.39 97.0 63.98
L 8 254 36.68 219.0 65.19
Overall Results for sample 11 : 9 GrapeG3 -F 9 270 4234 2378 66.64
Number of peaks found: 23 10 279 46.34 251.4 67.51
Noise: 0.5 11 286 39.63 209.8 68.14
Corr. Area 1: 624.2 12 297 96.12 489.7 69.15
Region table for sample 11 : 9 Grape G3 - F 13 316 42,77 205.2 70.65
FromTo Averag Corr. Molarit Conc. % of Size distribution 14 882 57.97 264.3 71.96
[bp] [bp] eSize Areay [pg/u Total in CV [%] 15 347 100.68 439.0 73.17
[bp] [pmol/ 1] 16 360 65.05 274.1 74.13
1] 17 375  97.80 395.4 75.34
18 391 41.70 161.5 76.65
200 1,000 359 6242 4,049.7 Moo166 88  24.4 19 416 26.46 96.3 78.29
20 427 42.34 150.2 78.92
21 446 3351 113.8 80.03
22 476 20.67 65.8 81.77
23 505 8.95 26.9 83.41
24 p 10,380 75.00 10.9 Upper 113.00
Marker
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Electropherogram Summary Continued ...

Peak Size Conc. Molarity  Observati Aligned
[bp]l [pg/upl] [pmol/l] ons Migration Time
25 13,421 0.00 0.0 115.95

Created:
Modified:

8/7/2017 10:48:11 AM
8/7/2017 11:29:32 AM
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