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Sample Name Sample Comment Rest. Digest Status Observation Result Label Result
Color

z9 - 17
IS
W11
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W13
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COL 17
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60
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General Analysis Settings
Number of Available Sample and Ladder Wells (Max.) : 12
Minimum Visible Range [s] : 32
Maximum Visible Range [s] : 138
Start Analysis Time Range [s] : 33
End Analysis Time Range [s] : 137.5
Ladder Concentration [pg/µl] : 1950
Uses Standard Area for Ladder Fragments
Lower Marker Concentration [pg/µl] : 125
Upper Marker Concentration [pg/µl] : 75
Used Upper Marker for Quantitation
Standard Curve Fit is Point to Point
Show Data Aligned to Lower and Upper Marker

Integrator Settings
Integration Start Time [s] : 33.05
Integration End Time [s] : 137
Slope Threshold : 0.8
Height Threshold [FU] : 5
Area Threshold : 0.1
Width Threshold [s] : 0.6
Baseline Plateau [s] : 0.5

Filter Settings
Filter Width [s] : 0.5
Polynomial Order : 4

Ladder 
Ladder Peak Size Area
1 35 160
2 50 210
3 100 208
4 150 221
5 200 242
6 300 270
7 400 305
8 500 306
9 600 336
10 700 321
11 1000 366
12 2000 413
13 3000 411
14 7000 400
15 10380 214
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Peak table for Ladder
Pea
k

Size [bp] Conc. [pg/µl] Molarity [pmol/l] Observations Aligned Migration Time [s]

1 35 125.00 5,411.3 Lower Marker 43.00
2 50 150.00 4,545.5 Ladder Peak 45.28
3 100 150.00 2,272.7 Ladder Peak 50.79
4 150 150.00 1,515.2 Ladder Peak 55.44
5 200 150.00 1,136.4 Ladder Peak 60.05
6 300 150.00 757.6 Ladder Peak 69.09
7 400 150.00 568.2 Ladder Peak 77.15
8 500 150.00 454.5 Ladder Peak 82.92
9 600 150.00 378.8 Ladder Peak 87.58
10 700 150.00 324.7 Ladder Peak 90.80
11 1,000 150.00 227.3 Ladder Peak 95.01
12 2,000 150.00 113.6 Ladder Peak 101.41
13 3,000 150.00 75.8 Ladder Peak 104.72
14 7,000 150.00 32.5 Ladder Peak 109.82
15 10,380 75.00 10.9 Upper Marker 113.00

Ladder

Overall Results for Ladder
Noise: 0.2 
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Peak table for sample 1  :  z9 - 17
Pea
k

Size [bp] Conc. [pg/µl] Molarity [pmol/l] Observations Aligned Migration Time [s]

1 33 0.00 0.0 42.29
2 35 125.00 5,411.3 Lower Marker 43.00
3 74 33.60 687.5 47.93
4 103 26.85 394.3 51.08
5 114 98.04 1,306.8 52.06
6 298 13.84 70.4 68.89
7 415 8.47 31.0 78.00
8 442 21.94 75.1 79.60
9 472 19.07 61.3 81.29
10 499 11.71 35.6 82.84
11 529 25.77 73.8 84.26
12 543 30.90 86.2 84.93
13 574 45.90 121.2 86.35
14 593 77.30 197.6 87.24
15 665 84.57 192.6 89.68
16 690 32.84 72.1 90.48
17 804 68.59 129.3 92.26
18 981 283.83 438.3 94.74
19 1,320 32.17 36.9 97.05
20 1,556 56.89 55.4 98.56
21 1,958 20.34 15.7 101.14
22 10,380 75.00 10.9 Upper Marker 113.00

z9 - 17

Overall Results for sample 1  :  z9 - 17
Number of peaks found: 20 
Noise: 0.2 

Corr. Area 1: 667.2 
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... Region table for sample 1  :  z9 - 17
From
[s]

To [s] Average Size
[bp]

Corr. Area Molarity
[pmol/l]

Co
lor

Conc.
[pg/µl]

% of
Total

Size distribution in
CV [%]

60.05 95.01 636 667.2 2,911.8 981.67 61 33.8
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Peak table for sample 2  :  IS
Pea
k

Size [bp] Conc. [pg/µl] Molarity [pmol/l] Observations Aligned Migration Time [s]

1 35 125.00 5,411.3 Lower Marker 43.00
2 47 67.75 2,178.8 44.84
3 74 166.92 3,421.9 47.92
4 556 610.68 1,664.4 85.53
5 666 10.36 23.6 89.70
6 679 14.96 33.4 90.13
7 1,027 129.32 190.7 95.18
8 1,487 60.25 61.4 98.12
9 1,713 23.05 20.4 99.57
10 1,829 15.65 13.0 100.32
11 2,810 34.45 18.6 104.09
12 5,053 10.54 3.2 107.34
13 10,380 75.00 10.9 Upper Marker 113.00
14 19,623 0.00 0.0 121.69
Region table for sample 2  :  IS
From
[s]

To [s] Average Size
[bp]

Corr. Area Molarity
[pmol/l]

Co
lor

Conc.
[pg/µl]

% of
Total

Size distribution in
CV [%]

60.05 95.01 617 260.8 1,410.5 550.47 56 21.6

IS

Overall Results for sample 2  :  IS
Number of peaks found: 12 
Noise: 0.3 

Corr. Area 1: 260.8 
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Peak table for sample 3  :  W11
Pea
k

Size [bp] Conc. [pg/µl] Molarity [pmol/l] Observations Aligned Migration Time [s]

1 35 125.00 5,411.3 Lower Marker 43.00
2 344 3.02 13.3 72.65
3 363 2.31 9.7 74.16
4 398 8.14 31.0 77.03
5 410 3.00 11.1 77.73
6 423 3.68 13.2 78.49
7 442 6.54 22.4 79.55
8 463 6.98 22.8 80.78
9 525 18.59 53.6 84.10
10 541 12.82 35.9 84.85
11 572 9.11 24.1 86.26
12 625 9.67 23.4 88.39
13 662 19.44 44.5 89.58
14 720 25.67 54.0 91.08
15 742 15.80 32.3 91.39
16 893 61.42 104.2 93.51
17 1,077 15.03 21.1 95.50
18 1,401 85.79 92.7 97.58
19 2,751 2.18 1.2 103.90
20 3,186 1.36 0.6 104.96
21 10,380 75.00 10.9 Upper Marker 113.00
22 14,516 0.00 0.0 116.89

W11

Overall Results for sample 3  :  W11
Number of peaks found: 20 
Noise: 0.3 

Corr. Area 1: 1,220.1 
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... Region table for sample 3  :  W11
From
[s]

To [s] Average Size
[bp]

Corr.
Area

Molarity
[pmol/l]

Co
lor

Conc.
[pg/µl]

% of
Total

Size distribution in
CV [%]

71.84 106.41 1,020 1,220.0 927.9 447.35 82 56.4
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Peak table for sample 4  :  W12
Pea
k

Size [bp] Conc. [pg/µl] Molarity [pmol/l] Observations Aligned Migration Time [s]

1 0 0.00 0.0 33.20
2 0 0.00 0.0 34.80
3 0 0.00 0.0 51.80
4 0 0.00 0.0 52.30
5 0 0.00 0.0 53.55
6 0 0.00 0.0 122.35

W12

Overall Results for sample 4  :  W12
Number of peaks found: 0 Noise: 0.4 
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Peak table for sample 5  :  W13
Pea
k

Size [bp] Conc. [pg/µl] Molarity [pmol/l] Observations Aligned Migration Time [s]

1 35 125.00 5,411.3 Lower Marker 43.00
2 322 7.77 36.6 70.87
3 459 34.88 115.1 80.56
4 482 19.11 60.1 81.90
5 497 23.52 71.7 82.73
6 558 135.32 367.2 85.64
7 595 55.19 140.6 87.34
8 670 146.34 330.9 89.84
9 730 92.47 192.0 91.22
10 802 66.49 125.6 92.24
11 924 139.85 229.3 93.94
12 1,201 205.09 258.7 96.30
13 1,432 202.89 214.7 97.77
14 1,980 40.98 31.4 101.28
15 2,658 9.11 5.2 103.59
16 10,380 75.00 10.9 Upper Marker 113.00
17 11,901 0.00 0.0 114.43
Region table for sample 5  :  W13
From
[s]

To [s] Average Size
[bp]

Corr.
Area

Molarity
[pmol/l]

Co
lor

Conc.
[pg/µl]

% of
Total

Size distribution in
CV [%]

74.69 106.85 1,052 852.2 2,353.0 1,257.36 93 50.4

W13

Overall Results for sample 5  :  W13
Number of peaks found: 15 
Noise: 0.4 

Corr. Area 1: 852.2 

2100 Expert (B.02.08.SI648) © Copyright 2003 - 2009 Agilent Technologies, Inc. Printed: 12/11/2017 4:06:24 PM

2017-12-11_001_gt.xad Page of11 19

Created:
Modified:

12/11/2017 3:14:30 PM
12/11/2017 4:06:08 PMData Path:

High Sensitivity DNA Assay
C:\...oanalyzer\2100 expert\data\2017-12-11\2017-12-11_001_gt.xad

Assay Class:

Electropherogram Summary Continued ...



Peak table for sample 6  :  NE11
Pea
k

Size [bp] Conc. [pg/µl] Molarity [pmol/l] Observations Aligned Migration Time [s]

1 35 125.00 5,411.3 Lower Marker 43.00
2 295 17.62 90.5 68.65
3 362 148.03 619.2 74.11
4 422 261.32 939.1 78.40
5 437 55.84 193.6 79.28
6 493 51.44 157.9 82.55
7 554 71.93 196.7 85.44
8 578 73.16 191.7 86.56
9 609 100.26 249.5 87.86
10 670 89.30 202.1 89.82
11 816 43.94 81.5 92.43
12 10,380 75.00 10.9 Upper Marker 113.00
13 13,009 0.00 0.0 115.47
Region table for sample 6  :  NE11
From
[s]

To [s] Average Size
[bp]

Corr. Area Molarity
[pmol/l]

Co
lor

Conc.
[pg/µl]

% of
Total

Size distribution in
CV [%]

65.53 98.73 523 847.5 4,752.2 1,465.59 88 32.3

NE11

Overall Results for sample 6  :  NE11
Number of peaks found: 11 
Noise: 0.4 

Corr. Area 1: 847.5 
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Peak table for sample 7  :  NE12
Pea
k

Size [bp] Conc. [pg/µl] Molarity [pmol/l] Observations Aligned Migration Time [s]

1 35 125.00 5,411.3 Lower Marker 43.00
2 90 9.80 165.2 49.67
3 326 36.11 168.0 71.16
4 350 68.74 297.3 73.15
5 373 45.61 185.4 74.95
6 401 135.26 510.8 77.22
7 415 56.20 205.1 78.02
8 440 61.02 210.2 79.44
9 461 61.27 201.4 80.67
10 473 59.72 191.5 81.34
11 485 58.87 184.0 82.05
12 518 105.90 309.9 83.75
13 545 49.00 136.2 85.03
14 560 69.91 189.0 85.74
15 596 60.90 154.8 87.39
16 622 103.17 251.2 88.29
17 691 66.25 145.2 90.52
18 822 30.62 56.5 92.51
19 930 19.50 31.8 94.02
20 10,380 75.00 10.9 Upper Marker 113.00
Region table for sample 7  :  NE12
From
[s]

To [s] Average Size
[bp]

Corr. Area Molarity
[pmol/l]

Co
lor

Conc.
[pg/µl]

% of
Total

Size distribution in
CV [%]

65.60 98.25 520 835.9 4,585.2 1,434.00 94 28.4

NE12

Overall Results for sample 7  :  NE12
Number of peaks found: 18 
Noise: 0.6 

Corr. Area 1: 835.9 
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Peak table for sample 8  :  NE13
Pea
k

Size [bp] Conc. [pg/µl] Molarity [pmol/l] Observations Aligned Migration Time [s]

1 35 125.00 5,411.3 Lower Marker 43.00
2 347 81.65 356.9 72.85
3 362 48.39 202.4 74.11
4 391 116.44 450.8 76.45
5 445 241.64 823.2 79.73
6 458 78.27 259.1 80.48
7 486 89.88 280.1 82.12
8 512 122.59 362.8 83.48
9 542 235.88 659.1 84.89
10 598 184.60 468.1 87.46
11 846 35.60 63.7 92.85
12 1,007 8.58 12.9 95.05
13 10,380 75.00 10.9 Upper Marker 113.00
Region table for sample 8  :  NE13
From
[s]

To [s] Average Size
[bp]

Corr. Area Molarity
[pmol/l]

Co
lor

Conc.
[pg/µl]

% of
Total

Size distribution in
CV [%]

64.38 99.30 526 875.1 4,870.1 1,543.91 98 28.1

NE13

Overall Results for sample 8  :  NE13
Number of peaks found: 11 
Noise: 0.4 

Corr. Area 1: 875.1 
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Peak table for sample 9  :  COL 17
Pea
k

Size [bp] Conc. [pg/µl] Molarity [pmol/l] Observations Aligned Migration Time [s]

1 0 0.00 0.0 118.05

COL 17

Overall Results for sample 9  :  COL 17
Number of peaks found: 0 Noise: 0.9 
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Peak table for sample 10  :  56
Pea
k

Size [bp] Conc. [pg/µl] Molarity [pmol/l] Observations Aligned Migration Time [s]

1 35 125.00 5,411.3 Lower Marker 43.00
2 46 617.28 20,395.6 44.65
3 70 1,551.38 33,377.4 47.53
4 97 437.31 6,800.4 50.51
5 105 622.83 9,024.5 51.21
6 251 236.37 1,426.7 64.67
7 281 212.06 1,144.3 67.36
8 290 161.84 845.0 68.21
9 321 490.79 2,319.3 70.75
10 343 345.74 1,527.8 72.55
11 354 284.28 1,216.7 73.45
12 362 287.66 1,203.3 74.11
13 375 256.28 1,035.2 75.14
14 385 312.14 1,228.2 75.95
15 401 736.92 2,782.7 77.22
16 412 467.98 1,721.6 77.83
17 440 802.74 2,766.4 79.44
18 457 1,121.03 3,718.1 80.43
19 493 378.06 1,162.4 82.51
20 510 511.26 1,517.9 83.40
21 536 722.98 2,044.9 84.58
22 566 332.65 890.3 86.00
23 583 399.45 1,037.5 86.80
24 602 661.73 1,664.6 87.65
25 684 439.37 972.8 90.30

56

Overall Results for sample 10  :  56
Number of peaks found: 28 
Noise: 0.4 

Corr. Area 1: 980.2 
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... Peak table for sample 10  :  56
Pea
k

Size [bp] Conc. [pg/µl] Molarity [pmol/l] Observations Aligned Migration Time [s]

26 745 453.99 923.5 91.43
27 859 296.09 522.1 93.03
28 987 164.37 252.3 94.83
29 8,372 530.72 96.1 111.11
30 10,380 75.00 10.9 Upper Marker 113.00
Region table for sample 10  :  56
From
[s]

To [s] Average Size
[bp]

Corr.
Area

Molarity
[pmol/l]

Co
lor

Conc.
[pg/µl]

% of
Total

Size distribution in
CV [%]

60.05 102.26 523 980.2 63,001.0 16,989.20 73 49.8
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Peak table for sample 11  :  60
Pea
k

Size [bp] Conc. [pg/µl] Molarity [pmol/l] Observations Aligned Migration Time [s]

1 35 125.00 5,411.3 Lower Marker 43.00
2 46 30.07 1,000.2 44.61
3 73 77.34 1,614.7 47.77
4 100 21.23 320.1 50.83
5 109 34.81 484.6 51.61
6 494 13.69 42.0 82.55
7 533 21.49 61.1 84.45
8 561 15.05 40.6 85.76
9 595 15.06 38.3 87.36
10 639 10.45 24.8 88.82
11 847 7.65 13.7 92.86
12 885 13.70 23.5 93.40
13 10,380 75.00 10.9 Upper Marker 113.00
Region table for sample 11  :  60
From
[s]

To [s] Average Size
[bp]

Corr.
Area

Molarity
[pmol/l]

Co
lor

Conc.
[pg/µl]

% of
Total

Size distribution in
CV [%]

70.87 100.63 594 284.3 1,773.0 599.98 55 39.4

60

Overall Results for sample 11  :  60
Number of peaks found: 11 
Noise: 0.3 

Corr. Area 1: 284.3 
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