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Overall Results for Ladder
Noise: 0.4
Peak table for Ladder
Pea Size [bp] Conc. [pg/ul] Molarity [pmol/I] Observations Aligned Migration Time [s]
k
1 4 35 125.00 5,411.3 Lower Marker 43.00
2 L 50 150.00 4,545.5 Ladder Peak 45.37
3 L 100 150.00 2,272.7 Ladder Peak 50.91
4 L 150 150.00 1,515.2 Ladder Peak 55.64
5 L 200 150.00 1,136.4 Ladder Peak 60.33
6 L 300 150.00 757.6 Ladder Peak 69.43
7 L 400 150.00 568.2 Ladder Peak 77.48
8 L 500 150.00 454.5 Ladder Peak 83.16
9 L 600 150.00 378.8 Ladder Peak 87.85
10 L 700 150.00 324.7 Ladder Peak 91.03
11 L 1,000 150.00 227.3 Ladder Peak 95.12
12 L 2,000 150.00 113.6 Ladder Peak 101.45
13 L 3,000 150.00 75.8 Ladder Peak 104.63
14 L 7,000 150.00 32.5 Ladder Peak 109.73
15 B 10,380 75.00 109 Upper Marker 113.00
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Electropherogram Summary Continued ...
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Overall Results for sample 1 :

6
0.4

Number of peaks found:
Noise:

Peak table for sample 1 :

T T T T
300 400 500 700 [bp]

H1291P OZCAN

Corr. Area 1: 3,240.9

H1291P OZCAN

Pea Size [bp] Conc. [pg/pl] Molarity [pmol/l] Observations Aligned Migration Time [s]
k

1 32 0.00 0.0 42.18

2 4 35 125.00 5411.3 Lower Marker 43.00

3 40 10.84 414.4 43.73

4 48 20.27 643.2 45.01

5 265 1,123.65 6,424.6 66.24

6 270 2,177.27 12,240.2 66.65

7 P 10,380 75.00 10.9 Upper Marker 113.00

8 13,066 0.00 0.0 115.60

Region table for sample 1 : H1291P OZCAN

From To [bp] Average Size Corr. Conc. Molarity Co % of Size distribution in
[bp] [bp] Area [pg/ull [pmol/I] lor Total CV [%]

200 633 302 3,240.9 3,135.15 16,4133 o8 19.8
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Overall Results for sample 2 : 18 (1:5)
Number of peaks found: 23 Corr. Area 1: 2,394.0
Noise: 0.4
Peak table for sample 2 : 18 (1:5)
Pea Size [bp] Conc. [pg/pl] Molarity [pmol/l] Observations Aligned Migration Time [s]
k
1 4 35 125.00 5,411.3 Lower Marker 43.00
2 225 363.29 2,449.3 62.58
3 244 208.00 1,291.9 64.33
4 254 79.68 475.3 65.25
5 265 130.43 746.7 66.21
6 280 154.93 838.9 67.59
7 299 367.30 1,864.3 69.29
8 380 55.57 221.6 75.86
9 409 45.01 166.8 77.98
10 468 16.53 53.5 81.33
11 490 14.84 45.9 82.57
12 520 16.34 47.6 84.09
13 565 9.67 25.9 86.20
14 589 8.14 20.9 87.35
15 654 9.00 20.9 89.56
16 703 5.40 11.6 91.08
17 993 4.56 7.0 95.03
18 1,443 4.25 4.5 97.92
19 1,814 2.59 2.2 100.27
20 2,510 2.55 1.5 103.07
21 3,292 1.78 0.8 105.00
22 4,699 2.09 0.7 106.80
23 6,973 1.40 0.3 109.69
24 P 10,380 75.00 10.9 Upper Marker 113.00
25 13,131 0.00 0.0 115.67
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Electropherogram Summary Continued ...

... Region table for sample 2 : 18 (1:5)

From To [bp] Average Size Corr. Conc. Molarity Co % of Size distribution in
[bp] [bp] Area [pg/ull [pmol/I] lor Total CV [%]

144 1,000 328 2,3940 1,661.12  9,054.8 o3 42.9
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Overall Results for sample 3 : 22 (1:5)
Number of peaks found: 29 Corr. Area 1: 2,042.5
Noise: 0.5
Peak table for sample 3 : 22 (1:5)
Pea Size [bp] Conc. [pg/pl] Molarity [pmol/l] Observations Aligned Migration Time [s]
k
1 4 35 125.00 5,411.3 Lower Marker 43.00
2 196 183.51 1,421.7 59.91
3 225 303.30 2,044.3 62.59
4 241 204.80 1,288.8 64.04
5 261 186.00 1,078.2 65.91
6 278 228.16 1,241.9 67.46
7 301 99.06 498.4 69.52
8 319 53.24 253.2 70.93
9 333 48.45 220.3 72.10
10 360 40.97 172.5 74.25
11 379 69.23 277.1 75.75
12 412 26.20 96.2 78.19
13 434 27.23 95.1 79.41
14 463 33.41 109.4 81.05
15 512 14.28 42.3 83.72
16 669 5.92 13.4 90.04
17 717 7.46 15.8 91.26
18 844 7.30 13.1 92.99
19 919 4.78 7.9 94.02
20 1,004 5.25 7.9 95.15
21 1,241 3.85 4.7 96.65
22 1,322 4.76 5.5 97.16
23 1,493 3.49 3.5 98.24
24 1,760 4.65 4.0 99.93
25 1,915 3.73 3.0 100.91
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Electropherogram Summary Continued ...

... Peak table for sample 3 : 22 (1:5)

Pea Size [bp] Conc. [pg/pl] Molarity [pmol/l] Observations Aligned Migration Time [s]
k

26 2,259 4.46 3.0 102.27

27 2,774 3.82 2.1 103.91

28 3,170 2.79 1.3 104.85

29 6,665 1.75 0.4 109.30

30 P 10,380 75.00 10.9 Upper Marker 113.00

31 11,879 0.00 0.0 114.45

Region table for sample 3 : 22 (1:5)

From To [bp] Average Size Corr. Conc. Molarity Co % of Size distribution in
[bp] [bp] Area [pg/ull [pmol/I] lor Total CV [%]

134 1,000 328 2,042.5 1,934.86 10,553.6 o4 41.4
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Overall Results for sample 4 : EZH2 POOL
Number of peaks found: 30 Corr. Area 1: 2,840.5
Noise: 0.4
Peak table for sample 4 : _EZH2 POOL
Pea Size [bp] Conc. [pg/pl] Molarity [pmol/l] Observations Aligned Migration Time [s]
k
1 4 35 125.00 5,411.3 Lower Marker 43.00
2 151 14.67 147.6 55.70
3 157 20.12 193.9 56.32
4 173 35.28 309.8 57.75
5 186 47.58 387.0 59.04
6 193 56.58 443.3 59.71
7 210 193.22 1,394.0 61.24
8 223 99.87 678.2 62.43
9 241 219.34 1,379.1 64.06
10 259 167.97 981.3 65.73
11 279 257.38 1,396.3 67.54
12 286 140.13 742.0 68.16
13 296 327.11 1,673.9 69.07
14 323 124.91 585.1 71.32
15 332 183.53 838.2 71.98
16 348 133.12 580.0 73.27
17 358 98.61 417.5 74.08
18 366 91.16 377.8 74.71
19 384 175.81 693.8 76.19
20 407 124.87 465.2 77.86
21 450 110.36 371.3 80.34
22 486 43.96 137.1 82.35
23 507 154.79 462.6 83.49
24 569 26.78 71.3 86.40
25 585 41.71 107.9 87.17
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Electropherogram Summary Continued ...

High Sensitivity DNA Assay

... Peak table for sample 4 : EZH2 POOL

C:\... bioanalyzer\2100 expert\data\2018-02-14\2018-02-14_003.xad

Created:
Modified:

Pea Size [bp] Conc. [pg/pl] Molarity [pmol/l] Observations Aligned Migration Time [s]
k

26 615 24.47 60.3 88.31

27 634 72.57 173.4 88.93

28 742 28.62 58.4 91.61

29 847 32.12 57.4 93.04

30 1,010 9.24 13.9 95.19

31 B 10,380 75.00 10.9 Upper Marker 113.00

32 11,809 0.00 0.0 114.38

Region table for sample 4 : EZH2 POOL

From To [bp] Average Size Corr. Conc. Molarity Co % of Size distribution in
[bp] [bp] Area [pg/ull [pmol/I] lor Total CV [%]

131 1,000 372 2,840.5  3,460.87 16,830.5 [y 38.6
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Overall Results for sample 5 : H1263P
Number of peaks found: 10 Corr. Area 1: 1,885.1
Noise: 0.3
Peak table for sample 5 : H1263P
Pea Size [bp] Conc. [pg/pl] Molarity [pmol/l] Observations Aligned Migration Time [s]
k

1 4 35 125.00 5,411.3 Lower Marker 43.00
2 39 126.49 4,952.3 43.58
3 47 57.64 1,845.3 44.94
4 277 497.52 2,724.5 67.31
5 283 107.44 576.1 67.84
6 294 77.13 397.8 68.86
7 300 228.13 1,151.3 69.44
8 327 465.99 2,160.5 71.58
9 411 139.26 513.5 78.10

10 493 45.20 138.9 82.76

11 542 16.59 46.3 85.15

12 B 10,380 75.00 10.9 Upper Marker 113.00
Region table for sample 5 : H1263P
From To [bp] Average Size Corr. Conc. Molarity Co % of Size distribution in
[bp] [bp] Area [pg/ull [pmol/I] lor Total CV [%]
174 1,000 342 1,885.1  1,613.41  7,807.2 Mo 27.6
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Electropherogram Summary Continued ...
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Overall Results for sample 6 : SOMM_283
Number of peaks found: 5 Corr. Area 1: 2,435.5
Noise: 0.3
Peak table for sample 6 : SOMM 283
Pea Size [bp] Conc. [pg/pl] Molarity [pmol/l] Observations Aligned Migration Time [s]
k
1 4 35 125.00 5,411.3 Lower Marker 43.00
2 360 925.68 3,900.5 74.22
3 373 182.27 739.7 75.33
4 382 130.47 517.4 76.04
5 394 125.88 484.1 76.99
6 403 1,092.77 4,108.5 77.65
7 P 10,380 75.00 10.9 Upper Marker 113.00
Region table for sample 6 : SOMM_283
From To [bp] Average Size Corr. Conc. Molarity Co % of Size distribution in
[bp] [bp] Area [pg/ul] [pmol/I] lor Total CV [%]
200 1,000 406 24355 262824  10,369.6 [~ [ 21.9
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Overall Results for sample 7 : SOMM_284
Number of peaks found: 5 Corr. Area 1: 2,212.3
Noise: 0.2
Peak table for sample 7 : SOMM 284
Pea Size [bp] Conc. [pg/pl] Molarity [pmol/l] Observations Aligned Migration Time [s]
k

1 4 35 125.00 5,411.3 Lower Marker 43.00
2 360 726.21 3,054.4 74.28
3 385 336.03 1,322.0 76.28
4 415 637.12 2,325.7 78.33
5 674 9.72 21.9 90.20
6 B 10,380 75.00 10.9 Upper Marker 113.00
7 11,811 0.00 0.0 114.39

Region table for sample 7 : SOMM_284

From To [bp] Average Size Corr. Conc. Molarity Co % of Size distribution in
[bp] [bp] Area [pg/ul] [pmol/I] lor Total CV [%]
200 1,000 404 2,2123 1,897.36  7,526.8 [ B3 21.9

2/14/2018 4:16:05 PM
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Overall Results for sample 8 : M637P
Number of peaks found: 28 Corr. Area 1: 2,291.4
Noise: 0.3
Peak table for sample 8 : M637P
Pea Size [bp] Conc. [pg/pl] Molarity [pmol/l] Observations Aligned Migration Time [s]
k
1 4 35 125.00 5,411.3 Lower Marker 43.00
2 306 345.70 1,710.5 69.93
3 317 50.91 243.7 70.76
4 336 72.26 325.9 72.32
5 349 56.07 243.5 73.36
6 371 114.08 466.0 75.14
7 397 67.68 258.0 77.27
8 421 134.70 484.7 78.68
9 537 17.88 50.5 84.88
10 572 29.77 78.8 86.54
11 647 20.36 47.7 89.35
12 700 28.40 61.5 91.02
13 825 23.71 43.5 92.74
14 879 15.96 27.5 93.47
15 928 17.14 28.0 94.15
16 982 15.60 24.1 94.88
17 1,158 44.10 57.7 96.13
18 1,652 7.81 7.2 99.25
19 1,867 9.00 7.3 100.60
20 2,210 18.92 13.0 102.11
21 2,782 10.54 5.7 103.94
22 3,314 11.20 5.1 105.03
23 4,296 11.20 3.9 106.28
24 5,318 14.90 4.2 107.58
25 6,954 6.42 1.4 109.67
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Created:

Electropherogram Summary Continued ...

... Peak table for sample 8 :

Pea
k

26
27
28
29
30

Region table for sample 8 :

From
[bp]
200

7,428

Size [bp]

10,380
13,337
15,971
17,476
19,357

866

Conc

75.00
0.00
0.00
0.00
0.00

To [bp] Average Size Corr.
[bp]

M637P

. [pg/ull] Molarity [pmol/l] Observations Aligned Migration Time [s]
10.9 Upper Marker 113.00
0.0 115.86
0.0 118.42
0.0 119.88
0.0 121.70
M637P
Conc. Molarity Co % of Size distribution in
Area [pg/ul] [pmol/I] lor Total CV [%]
2,291.4  1,411.58 5,278.8 [T 100.0

2/14/2018 4:16:05 PM
2/14/2018 5:00:09 PM
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Overall Results for sample 9 : BV3a_ PIPPIN
Number of peaks found: 2 Corr. Area 1: 136.0
Noise: 0.6
Peak table for sample 9 : BV3a PIPPIN
Pea Size [bp] Conc. [pg/pl] Molarity [pmol/l] Observations Aligned Migration Time [s]
k
1 4 35 125.00 5,411.3 Lower Marker 43.00
2 145 29.24 305.9 55.15
3 176 182.04 1,567.7 58.07
4 B 10,380 75.00 10.9 Upper Marker 113.00
Region table for sample 9 : BV3a PIPPIN
From To [bp] Average Size Corr. Conc. Molarity Co % of Size distribution in
[bp] [bp] Area [pg/ul] [pmol/I] lor Total CV [%]
129 251 180 136.0  218.44 1,867.2 Mo 1.1

2100 Expert (B.02.08.S51648) © Copyright 2003 - 2009 Agilent Technologies, Inc. Printed:  2/14/2018 5:00:20 PM



2018-02-14_003.xad Page 17 of 19

Assay Class: High Sensitivity DNA Assay Created:  2/14/2018 4:16:05 PM
Data Path: C:\... bioanalyzer\2100 expert\data\2018-02-14\2018-02-14_003.xad Modified: 2/14/2018 5:00:09 PM

Electropherogram Summary Continued ...

BS4b_PIPPIN

[FU] %%0

80

70

60

f};’)

50 —

40

30

20

10—

O_
-10
T T T T T T T T 1 1 T
35 100 200 300 400 600 1000 3000 10380 [bp]

Overall Results for sample 10 : BS4b_PIPPIN
Number of peaks found: 1 Corr. Area 1: 41.5
Noise: 0.2
Peak table for sample 10 : BS4b_PIPPIN
Pea Size [bp] Conc. [pg/pl] Molarity [pmol/l] Observations Aligned Migration Time [s]
k
1 4 35 125.00 5,411.3 Lower Marker 43.00
2 151 88.02 882.4 55.75
3 P 10,380 75.00 10.9 Upper Marker 113.00
Region table for sample 10 : BS4b PIPPIN
From To [bp] Average Size Corr. Conc. Molarity Co % of Size distribution in
[bp] [bp] Area [pg/ul] [pmol/I] lor Total CV [%]
133 180 152 415 76.13 761.7 Mot 3.4
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Electropherogram Summary Continued ...

sample 11
PN
[FU] \9'5
120
100
N

80

60

40

20

0 | -
T T T T T T 1 T T
35 100 200 300 400 600 1000 3000 10380 [bp]

Overall Results for sample 11 : sample 11
Number of peaks found: 0 Corr. Area 1: 0.0
Noise: 0.2
Peak table for sample 11 : sample 11
Pea Size [bp] Conc. [pg/pl] Molarity [pmol/l] Observations Aligned Migration Time [s]
k
1 4 35 125.00 5,411.3 Lower Marker 43.00
2 P 10,380 75.00 10.9 Upper Marker 113.00
Region table for sample 11 : sample 11
From To [bp] Average Size Corr. Conc. Molarity Co % of Size distribution in
[bp] [bp] Area [pg/ull [pmol/I] lor Total CV [%]
200 1,000 0 0.0 0.00 0.0 Mo 0.0

2/14/2018 4:16:05 PM
2/14/2018 5:00:09 PM
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