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Sample Name Sample Comment Rest. Digest Status Observation Result Label Result
Color

22
23
24
Ladder

Chip Lot # Reagent Kit Lot #

Chip Comments :
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Peak table for Ladder
Pea
k

Size [bp] Conc. [pg/µl] Molarity [pmol/l] Observations Aligned Migration Time [s]

1 35 125.00 5,411.3 Lower Marker 43.00
2 50 150.00 4,545.5 Ladder Peak 45.31
3 100 150.00 2,272.7 Ladder Peak 50.91
4 150 150.00 1,515.2 Ladder Peak 55.63
5 200 150.00 1,136.4 Ladder Peak 60.31
6 300 150.00 757.6 Ladder Peak 69.47
7 400 150.00 568.2 Ladder Peak 77.52
8 500 150.00 454.5 Ladder Peak 83.25
9 600 150.00 378.8 Ladder Peak 87.88
10 700 150.00 324.7 Ladder Peak 91.16
11 1,000 150.00 227.3 Ladder Peak 95.31
12 2,000 150.00 113.6 Ladder Peak 101.57
13 3,000 150.00 75.8 Ladder Peak 104.76
14 7,000 150.00 32.5 Ladder Peak 109.87
15 10,380 75.00 10.9 Upper Marker 113.00

Ladder

Overall Results for Ladder
Noise: 0.3 
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Electropherogram Summary



Peak table for sample 4  :  22
Pea
k

Size [bp] Conc. [pg/µl] Molarity [pmol/l] Observations Aligned Migration Time [s]

1 35 125.00 5,411.3 Lower Marker 43.00
2 143 34.40 363.8 55.00
3 148 45.92 471.5 55.40
4 204 48.07 356.3 60.72
5 219 22.11 153.1 62.03
6 230 14.70 96.6 63.09
7 249 27.73 168.6 64.81
8 269 27.97 157.8 66.59
9 278 37.07 202.1 67.45
10 299 24.53 124.1 69.42
11 325 45.79 213.4 71.50
12 343 14.39 63.5 72.96
13 391 16.54 64.0 76.81
14 558 12.66 34.4 85.92
15 576 16.39 43.1 86.78
16 639 36.77 87.2 89.16
17 713 24.50 52.1 91.34
18 10,380 75.00 10.9 Upper Marker 113.00
Region table for sample 4  :  22
From
[bp]

To [bp] Average Size
[bp]

Corr.
Area

Conc.
[pg/µl]

Molarity
[pmol/l]

Co
lor

% of
Total

Size distribution in
CV [%]

200 1,000 429 586.4 681.15 2,969.9 85 38.6

22

Overall Results for sample 4  :  22
Number of peaks found: 16 
Noise: 0.3 

Corr. Area 1: 586.4 

2100 Expert (B.02.08.SI648) © Copyright 2003 - 2009 Agilent Technologies, Inc. Printed: 3/12/2018 9:08:46 AM

2018-03-09_002_HiSeq1309_22-24_Libs_after_DNase.xad Page of4 9

Created:
Modified:

3/9/2018 2:05:51 PM
3/12/2018 9:08:21 AMData Path:

High Sensitivity DNA Assay
C:\...8-03-09\2018-03-09_002_HiSeq1309_22-24_Libs_after_DNase.xad

Assay Class:

Electropherogram Summary Continued ...



Peak table for sample 5  :  23
Pea
k

Size [bp] Conc. [pg/µl] Molarity [pmol/l] Observations Aligned Migration Time [s]

1 35 125.00 5,411.3 Lower Marker 43.00
2 149 50.01 507.7 55.56
3 206 186.00 1,370.3 60.83
4 220 79.73 549.4 62.13
5 232 54.07 352.5 63.28
6 250 109.52 663.6 64.89
7 271 95.86 536.9 66.77
8 280 117.56 637.0 67.60
9 303 94.40 472.5 69.69
10 326 148.68 691.0 71.56
11 344 69.70 306.8 73.02
12 377 26.27 105.5 75.68
13 393 49.66 191.3 76.98
14 428 26.75 94.7 79.12
15 444 43.89 149.7 80.06
16 505 46.48 139.4 83.50
17 527 16.99 48.9 84.49
18 562 62.69 169.1 86.10
19 580 30.94 80.9 86.94
20 643 57.81 136.3 89.28
21 715 34.25 72.6 91.37
22 10,380 75.00 10.9 Upper Marker 113.00

23

Overall Results for sample 5  :  23
Number of peaks found: 20 
Noise: 0.3 

Corr. Area 1: 1,214.0 
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... Region table for sample 5  :  23
From
[bp]

To [bp] Average Size
[bp]

Corr.
Area

Conc.
[pg/µl]

Molarity
[pmol/l]

Co
lor

% of
Total

Size distribution in
CV [%]

200 1,000 395 1,214.0 1,408.41 6,541.9 90 39.2
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Electropherogram Summary Continued ...



Peak table for sample 6  :  24
Pea
k

Size [bp] Conc. [pg/µl] Molarity [pmol/l] Observations Aligned Migration Time [s]

1 35 125.00 5,411.3 Lower Marker 43.00
2 151 21.11 212.0 55.71
3 169 20.20 180.9 57.43
4 205 183.11 1,354.1 60.75
5 219 95.87 663.4 62.04
6 233 66.10 429.9 63.33
7 251 174.18 1,053.3 64.94
8 270 108.80 610.8 66.71
9 282 119.35 642.2 67.78
10 294 76.18 392.7 68.91
11 301 107.54 541.2 69.55
12 326 249.11 1,158.8 71.54
13 343 103.94 459.1 72.93
14 395 151.81 582.3 77.11
15 435 19.79 68.9 79.53
16 445 32.51 110.6 80.12
17 490 13.58 42.0 82.69
18 502 9.31 28.1 83.34
19 526 9.09 26.2 84.46
20 553 29.47 80.8 85.70
21 582 33.71 87.8 87.04
22 627 15.20 36.8 88.75
23 782 6.59 12.8 92.30
24 10,380 75.00 10.9 Upper Marker 113.00

24

Overall Results for sample 6  :  24
Number of peaks found: 22 
Noise: 0.3 

Corr. Area 1: 1,246.9 
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Electropherogram Summary Continued ...



... Region table for sample 6  :  24
From
[bp]

To [bp] Average Size
[bp]

Corr.
Area

Conc.
[pg/µl]

Molarity
[pmol/l]

Co
lor

% of
Total

Size distribution in
CV [%]

200 1,000 366 1,246.9 1,778.46 8,612.6 89 39.6
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