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Peak table for Ladder
Pea
k

Size [bp] Conc. [pg/µl] Molarity [pmol/l] Observations Aligned Migration Time [s]

1 35 125.00 5,411.3 Lower Marker 43.00
2 50 150.00 4,545.5 Ladder Peak 45.32
3 100 150.00 2,272.7 Ladder Peak 50.95
4 150 150.00 1,515.2 Ladder Peak 55.70
5 200 150.00 1,136.4 Ladder Peak 60.39
6 300 150.00 757.6 Ladder Peak 69.58
7 400 150.00 568.2 Ladder Peak 77.58
8 500 150.00 454.5 Ladder Peak 83.21
9 600 150.00 378.8 Ladder Peak 87.81
10 700 150.00 324.7 Ladder Peak 91.02
11 1,000 150.00 227.3 Ladder Peak 94.97
12 2,000 150.00 113.6 Ladder Peak 101.29
13 3,000 150.00 75.8 Ladder Peak 104.45
14 7,000 150.00 32.5 Ladder Peak 109.64
15 10,380 75.00 10.9 Upper Marker 113.00

Ladder

Overall Results for Ladder
Noise: 0.3 
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Peak table for sample 1  :  wt2 r I2
Pea
k

Size [bp] Conc. [pg/µl] Molarity [pmol/l] Observations Aligned Migration Time [s]

1 35 125.00 5,411.3 Lower Marker 43.00
2 127 17.92 214.1 53.50
3 298 319.62 1,627.6 69.35
4 316 97.83 469.2 70.85
5 344 74.14 326.5 73.10
6 355 135.45 578.7 73.95
7 382 47.72 189.5 76.10
8 409 49.04 181.6 78.10
9 515 39.48 116.2 83.90
10 581 60.17 156.8 86.95
11 622 30.38 74.1 88.50
12 648 25.28 59.1 89.35
13 667 55.57 126.3 89.95
14 813 33.32 62.1 92.50
15 945 18.69 30.0 94.25
16 1,100 10.66 14.7 95.60
17 1,274 16.97 20.2 96.70
18 1,377 12.35 13.6 97.35
19 1,574 25.67 24.7 98.60
20 1,883 40.71 32.8 100.55
21 2,477 10.99 6.7 102.80
22 2,793 23.96 13.0 103.80
23 3,383 15.95 7.1 104.95
24 4,154 8.95 3.3 105.95
25 5,696 13.74 3.7 107.95

wt2 r I2

Overall Results for sample 1  :  wt2 r I2
Number of peaks found: 27 
Noise: 0.3 

Corr. Area 1: 1,192.5 
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... Peak table for sample 1  :  wt2 r I2
Pea
k

Size [bp] Conc. [pg/µl] Molarity [pmol/l] Observations Aligned Migration Time [s]

26 6,583 9.04 2.1 109.10
27 7,160 6.18 1.3 109.80
28 8,619 5.10 0.9 111.25
29 10,380 75.00 10.9 Upper Marker 113.00
Region table for sample 1  :  wt2 r I2
From
[bp]

To [bp] Average Size
[bp]

Corr.
Area

Conc.
[pg/µl]

Molarity
[pmol/l]

Co
lor

% of
Total

Size distribution in
CV [%]

180 1,420 489 1,192.5 1,813.80 6,963.9 85 45.0
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Peak table for sample 2  :  wt3 r I4
Pea
k

Size [bp] Conc. [pg/µl] Molarity [pmol/l] Observations Aligned Migration Time [s]

1 35 125.00 5,411.3 Lower Marker 43.00
2 274 192.91 1,066.3 67.20
3 292 101.43 525.5 68.88
4 317 68.49 327.6 70.92
5 324 45.28 211.5 71.53
6 358 100.64 425.8 74.23
7 374 62.69 253.9 75.50
8 385 44.57 175.5 76.37
9 400 54.97 208.1 77.59
10 422 44.04 158.1 78.82
11 459 52.12 172.0 80.90
12 476 47.21 150.2 81.87
13 492 60.85 187.5 82.74
14 513 92.73 273.9 83.81
15 548 115.97 320.4 85.44
16 609 89.72 223.3 88.09
17 810 8.69 16.2 92.47
18 10,380 75.00 10.9 Upper Marker 113.00
Region table for sample 2  :  wt3 r I4
From
[bp]

To [bp] Average Size
[bp]

Corr.
Area

Conc.
[pg/µl]

Molarity
[pmol/l]

Co
lor

% of
Total

Size distribution in
CV [%]

200 1,184 431 1,089.7 1,634.22 6,551.4 94 31.2

wt3 r I4

Overall Results for sample 2  :  wt3 r I4
Number of peaks found: 16 
Noise: 0.3 

Corr. Area 1: 1,089.7 
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Peak table for sample 3  :  wt2 12h I5
Pea
k

Size [bp] Conc. [pg/µl] Molarity [pmol/l] Observations Aligned Migration Time [s]

1 35 125.00 5,411.3 Lower Marker 43.00
2 253 9.56 57.3 65.23
3 291 63.52 330.7 68.76
4 301 46.39 233.2 69.69
5 311 51.42 250.9 70.42
6 326 74.19 344.7 71.66
7 338 40.00 179.4 72.60
8 351 63.90 275.5 73.69
9 386 59.20 232.5 76.44
10 415 75.71 276.5 78.42
11 481 57.97 182.5 82.15
12 513 95.28 281.3 83.82
13 554 77.19 211.2 85.69
14 574 48.54 128.1 86.62
15 584 98.35 255.0 87.09
16 642 265.38 626.0 89.16
17 10,380 75.00 10.9 Upper Marker 113.00
Region table for sample 3  :  wt2 12h I5
From
[bp]

To [bp] Average Size
[bp]

Corr.
Area

Conc.
[pg/µl]

Molarity
[pmol/l]

Co
lor

% of
Total

Size distribution in
CV [%]

200 1,653 499 1,130.7 1,655.10 5,707.8 100 30.2

wt2 12h I5

Overall Results for sample 3  :  wt2 12h I5
Number of peaks found: 15 
Noise: 0.4 

Corr. Area 1: 1,130.7 
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Peak table for sample 4  :  wt3 12h I6
Pea
k

Size [bp] Conc. [pg/µl] Molarity [pmol/l] Observations Aligned Migration Time [s]

1 35 125.00 5,411.3 Lower Marker 43.00
2 221 14.97 102.7 62.31
3 298 344.02 1,749.3 69.39
4 304 64.09 319.0 69.93
5 329 73.05 336.2 71.91
6 359 184.96 781.3 74.27
7 371 65.54 267.9 75.24
8 392 89.90 347.9 76.90
9 406 82.03 306.1 77.92
10 421 85.11 306.1 78.78
11 434 66.87 233.7 79.48
12 450 89.96 303.0 80.39
13 468 92.45 299.3 81.41
14 485 88.45 276.3 82.37
15 525 82.60 238.4 84.36
16 545 112.84 313.8 85.27
17 579 92.42 242.0 86.82
18 603 417.82 1,050.2 87.90
19 3,675 4.40 1.8 105.33
20 4,048 4.18 1.6 105.81
21 10,380 75.00 10.9 Upper Marker 113.00
Region table for sample 4  :  wt3 12h I6
From
[bp]

To [bp] Average Size
[bp]

Corr.
Area

Conc.
[pg/µl]

Molarity
[pmol/l]

Co
lor

% of
Total

Size distribution in
CV [%]

200 1,580 483 1,462.2 2,385.62 8,750.7 97 34.4

wt3 12h I6

Overall Results for sample 4  :  wt3 12h I6
Number of peaks found: 19 
Noise: 0.3 

Corr. Area 1: 1,462.2 
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Peak table for sample 5  :  wt2 24h I7
Pea
k

Size [bp] Conc. [pg/µl] Molarity [pmol/l] Observations Aligned Migration Time [s]

1 35 125.00 5,411.3 Lower Marker 43.00
2 263 34.29 197.3 66.20
3 290 87.40 457.0 68.64
4 310 57.27 280.3 70.35
5 327 30.44 141.1 71.73
6 357 41.33 175.3 74.16
7 376 33.34 134.4 75.65
8 412 45.74 168.3 78.25
9 427 42.77 151.9 79.08
10 441 36.73 126.1 79.91
11 484 38.30 119.8 82.34
12 510 53.67 159.5 83.66
13 542 36.13 101.0 85.15
14 558 30.14 81.9 85.87
15 578 50.68 132.8 86.81
16 665 21.74 49.5 89.91
17 684 75.02 166.1 90.51
18 10,380 75.00 10.9 Upper Marker 113.00
Region table for sample 5  :  wt2 24h I7
From
[bp]

To [bp] Average Size
[bp]

Corr.
Area

Conc.
[pg/µl]

Molarity
[pmol/l]

Co
lor

% of
Total

Size distribution in
CV [%]

200 1,656 449 518.3 746.60 2,815.7 100 27.5

wt2 24h I7

Overall Results for sample 5  :  wt2 24h I7
Number of peaks found: 16 
Noise: 0.3 

Corr. Area 1: 518.3 
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Peak table for sample 6  :  wt3 24h I12
Pea
k

Size [bp] Conc. [pg/µl] Molarity [pmol/l] Observations Aligned Migration Time [s]

1 35 125.00 5,411.3 Lower Marker 43.00
2 10,380 75.00 10.9 Upper Marker 113.00
Region table for sample 6  :  wt3 24h I12
From
[bp]

To [bp] Average Size
[bp]

Corr.
Area

Conc.
[pg/µl]

Molarity
[pmol/l]

Co
lor

% of
Total

Size distribution in
CV [%]

164 1,000 383 129.6 217.70 932.7 86 23.7

wt3 24h I12

Overall Results for sample 6  :  wt3 24h I12
Number of peaks found: 0 
Noise: 0.3 

Corr. Area 1: 129.6 
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Peak table for sample 7  :  ko1 r I13
Pea
k

Size [bp] Conc. [pg/µl] Molarity [pmol/l] Observations Aligned Migration Time [s]

1 35 125.00 5,411.3 Lower Marker 43.00
2 275 431.08 2,374.4 67.29
3 293 100.88 521.4 68.95
4 319 128.65 611.7 71.07
5 336 161.48 728.6 72.44
6 358 178.27 754.5 74.22
7 390 131.37 510.1 76.80
8 458 126.14 417.0 80.86
9 475 87.43 279.1 81.78
10 491 104.50 322.5 82.70
11 526 78.46 225.9 84.42
12 550 73.61 202.8 85.50
13 566 439.18 1,175.4 86.25
14 1,116 10.42 14.2 95.70
15 1,442 7.19 7.6 97.76
16 1,596 7.76 7.4 98.74
17 1,741 6.35 5.5 99.65
18 2,079 6.57 4.8 101.54
19 4,069 13.81 5.1 105.84
20 5,261 7.66 2.2 107.39
21 7,095 6.80 1.5 109.73
22 10,380 75.00 10.9 Upper Marker 113.00

ko1 r I13

Overall Results for sample 7  :  ko1 r I13
Number of peaks found: 20 
Noise: 0.2 

Corr. Area 1: 2,040.6 
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... Region table for sample 7  :  ko1 r I13
From
[bp]

To [bp] Average Size
[bp]

Corr.
Area

Conc.
[pg/µl]

Molarity
[pmol/l]

Co
lor

% of
Total

Size distribution in
CV [%]

150 1,000 434 2,040.5 3,282.30 13,910.6 88 35.7
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Peak table for sample 8  :  ko2 r I14
Pea
k

Size [bp] Conc. [pg/µl] Molarity [pmol/l] Observations Aligned Migration Time [s]

1 35 125.00 5,411.3 Lower Marker 43.00
2 358 734.83 3,111.1 74.21
3 423 305.03 1,093.6 78.85
4 441 114.99 394.7 79.91
5 465 85.59 278.6 81.26
6 519 315.19 920.2 84.08
7 592 322.42 825.3 87.43
8 669 598.41 1,355.4 90.02
9 1,779 10.03 8.5 99.89
10 1,890 6.87 5.5 100.60
11 2,413 7.88 5.0 102.60
12 2,673 11.75 6.7 103.42
13 3,109 12.14 5.9 104.60
14 4,106 15.12 5.6 105.89
15 4,922 11.31 3.5 106.95
16 10,380 75.00 10.9 Upper Marker 113.00
Region table for sample 8  :  ko2 r I14
From
[bp]

To [bp] Average Size
[bp]

Corr.
Area

Conc.
[pg/µl]

Molarity
[pmol/l]

Co
lor

% of
Total

Size distribution in
CV [%]

200 1,843 547 1,806.5 3,076.74 10,445.5 94 41.9

ko2 r I14

Overall Results for sample 8  :  ko2 r I14
Number of peaks found: 14 
Noise: 0.2 

Corr. Area 1: 1,806.5 
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Peak table for sample 9  :  ko1 12h I15
Pea
k

Size [bp] Conc. [pg/µl] Molarity [pmol/l] Observations Aligned Migration Time [s]

1 35 125.00 5,411.3 Lower Marker 43.00
2 329 533.90 2,456.9 71.92
3 358 175.29 742.8 74.18
4 392 124.11 479.9 76.93
5 435 231.22 805.4 79.55
6 474 92.19 294.6 81.76
7 491 100.44 309.9 82.71
8 547 79.82 220.9 85.39
9 588 213.92 551.5 87.24
10 666 399.20 908.2 89.93
11 10,380 75.00 10.9 Upper Marker 113.00
Region table for sample 9  :  ko1 12h I15
From
[bp]

To [bp] Average Size
[bp]

Corr.
Area

Conc.
[pg/µl]

Molarity
[pmol/l]

Co
lor

% of
Total

Size distribution in
CV [%]

200 1,839 519 1,132.2 2,836.27 9,886.3 97 36.8

ko1 12h I15

Overall Results for sample 9  :  ko1 12h I15
Number of peaks found: 9 
Noise: 0.2 

Corr. Area 1: 1,132.2 
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Peak table for sample 10  :  ko2 12h I16
Pea
k

Size [bp] Conc. [pg/µl] Molarity [pmol/l] Observations Aligned Migration Time [s]

1 35 125.00 5,411.3 Lower Marker 43.00
2 297 286.45 1,458.9 69.35
3 330 46.91 215.3 71.98
4 353 69.52 298.2 73.84
5 397 53.58 204.7 77.31
6 438 124.86 432.2 79.71
7 456 63.24 210.2 80.72
8 483 52.29 163.9 82.28
9 524 72.28 209.0 84.32
10 597 107.58 273.0 87.67
11 685 84.54 186.9 90.54
12 10,380 75.00 10.9 Upper Marker 113.00
Region table for sample 10  :  ko2 12h I16
From
[bp]

To [bp] Average Size
[bp]

Corr.
Area

Conc.
[pg/µl]

Molarity
[pmol/l]

Co
lor

% of
Total

Size distribution in
CV [%]

200 1,000 451 519.8 1,360.28 5,236.0 98 31.5

ko2 12h I16

Overall Results for sample 10  :  ko2 12h I16
Number of peaks found: 10 
Noise: 0.2 

Corr. Area 1: 519.8 
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Peak table for sample 11  :  ko1 24h I18
Pea
k

Size [bp] Conc. [pg/µl] Molarity [pmol/l] Observations Aligned Migration Time [s]

1 0 0.00 0.0 61.70
2 0 0.00 0.0 62.20
3 0 0.00 0.0 71.65
4 0 0.00 0.0 72.60
5 0 0.00 0.0 73.00
6 0 0.00 0.0 76.80
7 0 0.00 0.0 77.90
8 0 0.00 0.0 78.60
9 0 0.00 0.0 100.80

ko1 24h I18

Overall Results for sample 11  :  ko1 24h I18
Number of peaks found: 0 Noise: 0.2 
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