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Peak table for Ladder
Pea
k

Size [bp] Conc. [pg/µl] Molarity [pmol/l] Observations Aligned Migration Time [s]

1 35 125.00 5,411.3 Lower Marker 43.00
2 50 150.00 4,545.5 Ladder Peak 45.34
3 100 150.00 2,272.7 Ladder Peak 51.04
4 150 150.00 1,515.2 Ladder Peak 55.86
5 200 150.00 1,136.4 Ladder Peak 60.64
6 300 150.00 757.6 Ladder Peak 69.92
7 400 150.00 568.2 Ladder Peak 77.86
8 500 150.00 454.5 Ladder Peak 83.51
9 600 150.00 378.8 Ladder Peak 88.24
10 700 150.00 324.7 Ladder Peak 91.23
11 1,000 150.00 227.3 Ladder Peak 95.32
12 2,000 150.00 113.6 Ladder Peak 101.38
13 3,000 150.00 75.8 Ladder Peak 104.50
14 7,000 150.00 32.5 Ladder Peak 109.65
15 10,380 75.00 10.9 Upper Marker 113.00

Ladder

Overall Results for Ladder
Noise: 0.4 
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Peak table for sample 1  :  1 CASKIN1
Pea
k

Size [bp] Conc. [pg/µl] Molarity [pmol/l] Observations Aligned Migration Time [s]

1 35 125.00 5,411.3 Lower Marker 43.00
2 89 43.78 748.0 49.75
3 123 695.17 8,575.8 53.24
4 134 495.21 5,602.7 54.31
5 142 1,444.45 15,399.1 55.10
6 200 55.34 419.2 60.64
7 212 46.30 330.8 61.76
8 226 34.13 228.7 63.06
9 236 30.98 199.2 63.94
10 246 61.59 379.1 64.92
11 262 15.96 92.4 66.36
12 267 27.00 153.1 66.88
13 289 9.04 47.4 68.88
14 305 11.19 55.7 70.27
15 321 12.72 59.9 71.62
16 10,380 75.00 10.9 Upper Marker 113.00
Region table for sample 1  :  1 CASKIN1
From
[bp]

To [bp] Average Size
[bp]

Corr.
Area

Conc.
[pg/µl]

Molarity
[pmol/l]

Co
lor

% of
Total

Size distribution in
CV [%]

200 1,000 320 640.8 610.62 3,309.0 21 38.3

1 CASKIN1

Overall Results for sample 1  :  1 CASKIN1
Number of peaks found: 14 
Noise: 0.4 

Corr. Area 1: 640.8 
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Peak table for sample 2  :  2 CASKIN1
Pea
k

Size [bp] Conc. [pg/µl] Molarity [pmol/l] Observations Aligned Migration Time [s]

1 35 125.00 5,411.3 Lower Marker 43.00
2 89 26.25 447.6 49.77
3 123 564.31 6,945.4 53.27
4 134 435.09 4,911.1 54.34
5 143 1,421.69 15,018.9 55.23
6 219 170.39 1,178.1 62.41
7 225 52.98 357.3 62.93
8 236 47.40 304.7 63.95
9 247 68.74 422.0 64.98
10 257 68.60 404.7 65.91
11 289 21.58 113.1 68.90
12 308 14.07 69.1 70.58
13 332 24.43 111.5 72.45
14 348 27.06 117.7 73.75
15 374 23.14 93.8 75.76
16 460 7.70 25.4 81.27
17 10,380 75.00 10.9 Upper Marker 113.00
Region table for sample 2  :  2 CASKIN1
From
[bp]

To [bp] Average Size
[bp]

Corr.
Area

Conc.
[pg/µl]

Molarity
[pmol/l]

Co
lor

% of
Total

Size distribution in
CV [%]

200 1,000 340 854.9 724.54 3,806.8 26 40.7

2 CASKIN1

Overall Results for sample 2  :  2 CASKIN1
Number of peaks found: 15 
Noise: 0.4 

Corr. Area 1: 854.9 
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Peak table for sample 3  :  3 CASKIN1
Pea
k

Size [bp] Conc. [pg/µl] Molarity [pmol/l] Observations Aligned Migration Time [s]

1 20 0.00 0.0 38.61
2 35 125.00 5,411.3 Lower Marker 43.00
3 88 27.86 480.4 49.66
4 122 555.26 6,902.8 53.15
5 142 1,710.37 18,194.6 55.13
6 206 58.92 433.8 61.17
7 218 34.27 238.2 62.31
8 225 26.94 181.3 62.97
9 244 89.16 552.7 64.76
10 260 41.16 240.1 66.18
11 288 11.03 58.1 68.77
12 298 10.69 54.3 69.76
13 309 11.57 56.7 70.66
14 319 9.50 45.1 71.46
15 330 4.76 21.9 72.31
16 10,380 75.00 10.9 Upper Marker 113.00
17 12,521 0.00 0.0 115.12
Region table for sample 3  :  3 CASKIN1
From
[bp]

To [bp] Average Size
[bp]

Corr.
Area

Conc.
[pg/µl]

Molarity
[pmol/l]

Co
lor

% of
Total

Size distribution in
CV [%]

200 1,000 311 465.0 433.65 2,383.0 18 37.2

3 CASKIN1

Overall Results for sample 3  :  3 CASKIN1
Number of peaks found: 15 
Noise: 0.3 

Corr. Area 1: 465.0 
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Peak table for sample 4  :  4 CASKIN1
Pea
k

Size [bp] Conc. [pg/µl] Molarity [pmol/l] Observations Aligned Migration Time [s]

1 35 125.00 5,411.3 Lower Marker 43.00
2 89 54.76 933.6 49.77
3 123 1,211.80 14,904.9 53.27
4 134 862.85 9,746.5 54.33
5 144 2,524.36 26,544.5 55.29
6 192 69.69 550.6 59.85
7 219 204.13 1,409.2 62.44
8 226 91.75 616.0 63.02
9 234 54.68 353.3 63.84
10 248 145.45 887.0 65.13
11 262 91.76 530.9 66.38
12 290 30.96 161.9 68.97
13 309 37.38 183.5 70.61
14 323 50.18 235.7 71.71
15 350 24.33 105.2 73.92
16 359 11.29 47.6 74.64
17 374 15.15 61.4 75.79
18 384 21.66 85.4 76.61
19 407 17.89 66.6 78.24
20 455 10.60 35.3 80.98
21 10,380 75.00 10.9 Upper Marker 113.00
Region table for sample 4  :  4 CASKIN1
From
[bp]

To [bp] Average Size
[bp]

Corr.
Area

Conc.
[pg/µl]

Molarity
[pmol/l]

Co
lor

% of
Total

Size distribution in
CV [%]

200 1,000 320 1,064.7 1,004.85 5,493.3 20 39.9

4 CASKIN1

Overall Results for sample 4  :  4 CASKIN1
Number of peaks found: 19 
Noise: 0.3 

Corr. Area 1: 1,064.7 
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Peak table for sample 5  :  A2 CASKIN1
Pea
k

Size [bp] Conc. [pg/µl] Molarity [pmol/l] Observations Aligned Migration Time [s]

1 30 0.00 0.0 41.63
2 35 125.00 5,411.3 Lower Marker 43.00
3 89 34.01 578.9 49.79
4 95 67.19 1,066.8 50.52
5 123 908.72 11,199.1 53.25
6 135 696.01 7,835.8 54.37
7 143 3,120.83 33,023.7 55.20
8 226 411.65 2,764.6 63.01
9 237 89.65 573.9 64.04
10 245 337.35 2,090.1 64.77
11 289 26.07 136.8 68.87
12 301 15.48 77.9 69.99
13 308 15.92 78.2 70.58
14 319 32.19 152.7 71.46
15 350 23.51 101.7 73.90
16 365 6.48 26.9 75.07
17 391 6.97 27.0 77.17
18 405 6.03 22.6 78.15
19 10,380 75.00 10.9 Upper Marker 113.00
Region table for sample 5  :  A2 CASKIN1
From
[bp]

To [bp] Average Size
[bp]

Corr.
Area

Conc.
[pg/µl]

Molarity
[pmol/l]

Co
lor

% of
Total

Size distribution in
CV [%]

200 1,000 313 1,349.4 1,186.04 6,619.8 22 41.6

A2 CASKIN1

Overall Results for sample 5  :  A2 CASKIN1
Number of peaks found: 17 
Noise: 0.3 

Corr. Area 1: 1,349.4 
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Peak table for sample 6  :  B1 CASKIN1
Pea
k

Size [bp] Conc. [pg/µl] Molarity [pmol/l] Observations Aligned Migration Time [s]

1 35 125.00 5,411.3 Lower Marker 43.00
2 89 40.23 683.4 49.81
3 96 110.73 1,752.6 50.55
4 123 852.10 10,516.3 53.23
5 134 625.46 7,094.1 54.28
6 143 2,256.29 23,930.6 55.17
7 226 531.48 3,559.6 63.07
8 241 112.67 707.7 64.46
9 249 323.87 1,973.0 65.16
10 290 62.30 325.0 69.03
11 325 21.27 99.3 71.86
12 351 14.47 62.5 73.95
13 10,380 75.00 10.9 Upper Marker 113.00
Region table for sample 6  :  B1 CASKIN1
From
[bp]

To [bp] Average Size
[bp]

Corr.
Area

Conc.
[pg/µl]

Molarity
[pmol/l]

Co
lor

% of
Total

Size distribution in
CV [%]

200 1,000 310 1,288.0 1,277.97 7,209.5 27 43.0

B1 CASKIN1

Overall Results for sample 6  :  B1 CASKIN1
Number of peaks found: 11 
Noise: 0.3 

Corr. Area 1: 1,288.0 
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Peak table for sample 7  :  B2 CASKIN1
Pea
k

Size [bp] Conc. [pg/µl] Molarity [pmol/l] Observations Aligned Migration Time [s]

1 35 125.00 5,411.3 Lower Marker 43.00
2 90 44.47 751.6 49.86
3 96 234.25 3,703.0 50.56
4 123 2,163.18 26,689.0 53.24
5 134 1,634.71 18,513.5 54.30
6 143 4,766.06 50,614.3 55.15
7 203 315.71 2,358.0 60.90
8 219 324.18 2,246.6 62.37
9 226 246.00 1,647.5 63.07
10 238 143.70 914.0 64.18
11 249 320.60 1,950.3 65.19
12 263 278.63 1,607.3 66.45
13 290 108.98 568.6 69.02
14 322 75.69 356.4 71.65
15 355 78.05 333.3 74.27
16 373 23.00 93.4 75.73
17 387 30.93 121.0 76.84
18 408 18.66 69.3 78.30
19 442 10.53 36.1 80.22
20 489 5.91 18.3 82.89
21 528 3.76 10.8 84.86
22 10,380 75.00 10.9 Upper Marker 113.00
23 29,648 0.00 0.0 132.11

B2 CASKIN1

Overall Results for sample 7  :  B2 CASKIN1
Number of peaks found: 21 
Noise: 0.3 

Corr. Area 1: 1,907.0 
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... Region table for sample 7  :  B2 CASKIN1
From
[bp]

To [bp] Average Size
[bp]

Corr.
Area

Conc.
[pg/µl]

Molarity
[pmol/l]

Co
lor

% of
Total

Size distribution in
CV [%]

200 1,000 302 1,907.0 2,058.64 11,652.7 21 39.8
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Peak table for sample 8  :  C1 CASKIN1
Pea
k

Size [bp] Conc. [pg/µl] Molarity [pmol/l] Observations Aligned Migration Time [s]

1 35 125.00 5,411.3 Lower Marker 43.00
2 83 19.68 361.2 49.05
3 102 848.16 12,630.2 51.21
4 118 2,392.65 30,677.0 52.79
5 123 3,415.99 42,145.3 53.24
6 163 254.93 2,376.7 57.06
7 172 236.92 2,088.5 57.95
8 183 160.51 1,329.4 59.01
9 197 129.99 1,000.0 60.35
10 203 240.14 1,788.4 60.96
11 233 25.76 167.3 63.72
12 1,632 74.79 69.4 99.15
13 10,380 75.00 10.9 Upper Marker 113.00
Region table for sample 8  :  C1 CASKIN1
From
[bp]

To [bp] Average Size
[bp]

Corr.
Area

Conc.
[pg/µl]

Molarity
[pmol/l]

Co
lor

% of
Total

Size distribution in
CV [%]

200 1,000 303 709.0 690.57 4,004.4 10 42.1

C1 CASKIN1

Overall Results for sample 8  :  C1 CASKIN1
Number of peaks found: 11 
Noise: 0.3 

Corr. Area 1: 709.0 
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Peak table for sample 9  :  C2 CASKIN1
Pea
k

Size [bp] Conc. [pg/µl] Molarity [pmol/l] Observations Aligned Migration Time [s]

1 35 125.00 5,411.3 Lower Marker 43.00
2 96 30.37 479.6 50.57
3 123 895.56 11,067.9 53.22
4 143 4,548.22 48,139.1 55.20
5 199 218.51 1,664.1 60.54
6 225 231.72 1,562.6 62.93
7 236 86.99 558.0 63.99
8 250 170.53 1,034.0 65.27
9 289 19.02 99.8 68.88
10 10,380 75.00 10.9 Upper Marker 113.00
Region table for sample 9  :  C2 CASKIN1
From
[bp]

To [bp] Average Size
[bp]

Corr.
Area

Conc.
[pg/µl]

Molarity
[pmol/l]

Co
lor

% of
Total

Size distribution in
CV [%]

200 1,000 301 905.7 1,014.57 5,836.1 17 41.3

C2 CASKIN1

Overall Results for sample 9  :  C2 CASKIN1
Number of peaks found: 8 
Noise: 0.3 

Corr. Area 1: 905.7 
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Peak table for sample 10  :  D1 CASKIN1
Pea
k

Size [bp] Conc. [pg/µl] Molarity [pmol/l] Observations Aligned Migration Time [s]

1 35 125.00 5,411.3 Lower Marker 43.00
2 88 27.30 468.3 49.71
3 95 70.13 1,117.8 50.48
4 122 1,221.11 15,126.7 53.19
5 142 6,059.99 64,440.3 55.14
6 193 240.95 1,888.3 60.00
7 218 404.41 2,811.2 62.31
8 225 204.77 1,381.4 62.92
9 240 268.82 1,696.8 64.35
10 250 323.94 1,963.4 65.28
11 281 164.28 884.4 68.19
12 311 18.83 91.7 70.81
13 324 18.06 84.4 71.83
14 340 33.07 147.6 73.06
15 354 23.32 99.9 74.19
16 373 10.83 44.0 75.72
17 388 26.30 102.7 76.90
18 411 10.37 38.2 78.49
19 10,380 75.00 10.9 Upper Marker 113.00
Region table for sample 10  :  D1 CASKIN1
From
[bp]

To [bp] Average Size
[bp]

Corr.
Area

Conc.
[pg/µl]

Molarity
[pmol/l]

Co
lor

% of
Total

Size distribution in
CV [%]

200 1,000 312 1,723.1 2,015.84 11,301.6 24 42.3

D1 CASKIN1

Overall Results for sample 10  :  D1 CASKIN1
Number of peaks found: 17 
Noise: 0.3 

Corr. Area 1: 1,723.1 
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Peak table for sample 11  :  D2 CASKIN1
Pea
k

Size [bp] Conc. [pg/µl] Molarity [pmol/l] Observations Aligned Migration Time [s]

1 35 125.00 5,411.3 Lower Marker 43.00
2 88 28.38 487.1 49.70
3 95 84.62 1,348.8 50.47
4 122 1,565.13 19,446.7 53.15
5 133 1,466.32 16,683.7 54.24
6 141 5,155.71 55,330.6 55.01
7 196 424.14 3,276.6 60.27
8 217 505.18 3,525.2 62.23
9 224 412.55 2,793.1 62.85
10 238 954.76 6,072.1 64.19
11 287 184.15 971.8 68.72
12 314 42.28 203.9 71.04
13 336 55.60 250.6 72.79
14 351 55.95 241.4 73.98
15 376 33.70 135.6 75.99
16 417 48.10 174.7 78.82
17 593 10.81 27.6 87.90
18 10,380 75.00 10.9 Upper Marker 113.00
Region table for sample 11  :  D2 CASKIN1
From
[bp]

To [bp] Average Size
[bp]

Corr.
Area

Conc.
[pg/µl]

Molarity
[pmol/l]

Co
lor

% of
Total

Size distribution in
CV [%]

200 1,000 320 2,625.3 2,887.47 16,057.7 28 43.8

D2 CASKIN1

Overall Results for sample 11  :  D2 CASKIN1
Number of peaks found: 16 
Noise: 0.3 

Corr. Area 1: 2,625.3 
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