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General Analysis Settings
Number of Available Sample and Ladder Wells (Max.) : 12
Minimum Visible Range [s] : 32
Maximum Visible Range [s] : 138
Start Analysis Time Range [s] : 33
End Analysis Time Range [s] : 137.5
Ladder Concentration [pg/µl] : 1950
Uses Standard Area for Ladder Fragments
Lower Marker Concentration [pg/µl] : 125
Upper Marker Concentration [pg/µl] : 75
Used Upper Marker for Quantitation
Standard Curve Fit is Point to Point
Show Data Aligned to Lower and Upper Marker

Integrator Settings
Integration Start Time [s] : 33.05
Integration End Time [s] : 137
Slope Threshold : 0.8
Height Threshold [FU] : 5
Area Threshold : 0.1
Width Threshold [s] : 0.6
Baseline Plateau [s] : 0.5

Filter Settings
Filter Width [s] : 0.5
Polynomial Order : 4

Ladder 
Ladder Peak Size Area
1 35 160
2 50 210
3 100 208
4 150 221
5 200 242
6 300 270
7 400 305
8 500 306
9 600 336
10 700 321
11 1000 366
12 2000 413
13 3000 411
14 7000 400
15 10380 214

2100 Expert (B.02.08.SI648) © Copyright 2003 - 2009 Agilent Technologies, Inc. Printed: 4/16/2018 11:21:16 AM

2018-04-16_002.xad Page of3 13

Created:
Modified:

4/16/2018 10:45:15 AM
4/16/2018 11:20:54 AMData Path:

High Sensitivity DNA Assay
C:\... bioanalyzer\2100 expert\data\2018-04-16\2018-04-16_002.xad

Assay Class:

Electrophoresis Assay Details



Peak table for Ladder
Pea
k

Size [bp] Conc. [pg/µl] Molarity [pmol/l] Observations Aligned Migration Time [s]

1 35 125.00 5,411.3 Lower Marker 43.00
2 50 150.00 4,545.5 Ladder Peak 45.35
3 100 150.00 2,272.7 Ladder Peak 50.87
4 150 150.00 1,515.2 Ladder Peak 55.56
5 200 150.00 1,136.4 Ladder Peak 60.21
6 300 150.00 757.6 Ladder Peak 69.32
7 400 150.00 568.2 Ladder Peak 77.38
8 500 150.00 454.5 Ladder Peak 83.13
9 600 150.00 378.8 Ladder Peak 87.73
10 700 150.00 324.7 Ladder Peak 90.86
11 1,000 150.00 227.3 Ladder Peak 94.96
12 2,000 150.00 113.6 Ladder Peak 101.40
13 3,000 150.00 75.8 Ladder Peak 104.67
14 7,000 150.00 32.5 Ladder Peak 109.82
15 10,380 75.00 10.9 Upper Marker 113.00

Ladder

Overall Results for Ladder
Noise: 0.3 
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Peak table for sample 1  :  sample 1
Pea
k

Size [bp] Conc. [pg/µl] Molarity [pmol/l] Observations Aligned Migration Time [s]

1 35 125.00 5,411.3 Lower Marker 43.00
2 331 8.58 39.3 71.84
3 512 400.80 1,185.6 83.69
4 558 83.06 225.6 85.79
5 581 41.50 108.2 86.87
6 598 112.33 284.4 87.66
7 656 47.91 110.7 89.48
8 683 177.93 394.9 90.32
9 10,380 75.00 10.9 Upper Marker 113.00
Region table for sample 1  :  sample 1
From
[bp]

To [bp] Average Size
[bp]

Conc.
[pg/µl]

Corr.
Area

Molarity
[pmol/l]

Co
lor

% of
Total

Size distribution in
CV [%]

284 1,725 582 1,051.57 1,229.9 3,027.1 99 30.8

sample 1

Overall Results for sample 1  :  sample 1
Number of peaks found: 7 
Noise: 0.2 

Corr. Area 1: 1,229.9 
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Peak table for sample 2  :  sample 2
Pea
k

Size [bp] Conc. [pg/µl] Molarity [pmol/l] Observations Aligned Migration Time [s]

1 35 125.00 5,411.3 Lower Marker 43.00
2 308 4.30 21.2 69.96
3 451 249.92 838.9 80.34
4 498 152.04 462.8 83.00
5 518 62.88 183.8 83.98
6 540 66.06 185.4 84.96
7 560 77.28 209.1 85.90
8 588 298.68 770.3 87.16
9 10,380 75.00 10.9 Upper Marker 113.00
Region table for sample 2  :  sample 2
From
[bp]

To [bp] Average Size
[bp]

Conc.
[pg/µl]

Corr.
Area

Molarity
[pmol/l]

Co
lor

% of
Total

Size distribution in
CV [%]

276 1,504 557 999.46 1,276.0 2,988.7 98 28.7

sample 2

Overall Results for sample 2  :  sample 2
Number of peaks found: 7 
Noise: 0.3 

Corr. Area 1: 1,276.0 
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Peak table for sample 3  :  sample 3
Pea
k

Size [bp] Conc. [pg/µl] Molarity [pmol/l] Observations Aligned Migration Time [s]

1 35 125.00 5,411.3 Lower Marker 43.00
2 313 12.28 59.5 70.34
3 341 23.41 103.9 72.66
4 400 78.62 298.0 77.36
5 432 74.45 261.2 79.21
6 463 101.29 331.3 81.01
7 481 44.03 138.6 82.06
8 493 51.21 157.4 82.72
9 511 46.62 138.3 83.62
10 536 100.29 283.2 84.81
11 576 90.05 237.0 86.61
12 637 125.67 298.9 88.89
13 921 8.39 13.8 93.87
14 10,380 75.00 10.9 Upper Marker 113.00
Region table for sample 3  :  sample 3
From
[bp]

To [bp] Average Size
[bp]

Conc.
[pg/µl]

Corr.
Area

Molarity
[pmol/l]

Co
lor

% of
Total

Size distribution in
CV [%]

272 1,412 531 824.35 937.5 2,540.3 98 25.7

sample 3

Overall Results for sample 3  :  sample 3
Number of peaks found: 12 
Noise: 0.2 

Corr. Area 1: 937.5 

2100 Expert (B.02.08.SI648) © Copyright 2003 - 2009 Agilent Technologies, Inc. Printed: 4/16/2018 11:21:16 AM

2018-04-16_002.xad Page of7 13

Created:
Modified:

4/16/2018 10:45:15 AM
4/16/2018 11:20:54 AMData Path:

High Sensitivity DNA Assay
C:\... bioanalyzer\2100 expert\data\2018-04-16\2018-04-16_002.xad

Assay Class:

Electropherogram Summary Continued ...



Peak table for sample 4  :  sample 4
Pea
k

Size [bp] Conc. [pg/µl] Molarity [pmol/l] Observations Aligned Migration Time [s]

1 35 125.00 5,411.3 Lower Marker 43.00
2 421 7.26 26.1 78.60
3 464 43.86 143.2 81.06
4 504 55.23 165.9 83.33
5 524 24.99 72.2 84.25
6 544 40.98 114.1 85.16
7 561 65.28 176.3 85.94
8 590 38.59 99.1 87.29
9 600 34.69 87.6 87.72
10 671 134.75 304.5 89.94
11 749 118.62 240.0 91.53
12 788 93.26 179.4 92.06
13 919 130.69 215.6 93.85
14 1,172 226.19 292.4 96.07
15 1,449 210.35 220.0 97.85
16 10,380 75.00 10.9 Upper Marker 113.00
Region table for sample 4  :  sample 4
From
[bp]

To [bp] Average Size
[bp]

Conc.
[pg/µl]

Corr.
Area

Molarity
[pmol/l]

Co
lor

% of
Total

Size distribution in
CV [%]

368 3,952 998 1,250.54 1,770.6 2,386.9 99 46.5

sample 4

Overall Results for sample 4  :  sample 4
Number of peaks found: 14 
Noise: 0.2 

Corr. Area 1: 1,770.6 
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Peak table for sample 5  :  sample 5
Pea
k

Size [bp] Conc. [pg/µl] Molarity [pmol/l] Observations Aligned Migration Time [s]

1 35 125.00 5,411.3 Lower Marker 43.00
2 464 14.14 46.1 81.08
3 499 19.40 58.9 83.06
4 562 66.00 178.1 85.97
5 599 35.37 89.5 87.69
6 665 86.10 196.2 89.77
7 735 76.44 157.5 91.34
8 807 59.73 112.1 92.33
9 912 87.56 145.4 93.76
10 1,182 165.74 212.5 96.13
11 1,442 165.63 174.0 97.81
12 10,380 75.00 10.9 Upper Marker 113.00
Region table for sample 5  :  sample 5
From
[bp]

To [bp] Average Size
[bp]

Conc.
[pg/µl]

Corr.
Area

Molarity
[pmol/l]

Co
lor

% of
Total

Size distribution in
CV [%]

394 3,957 1,072 797.18 1,271.1 1,409.3 99 45.7

sample 5

Overall Results for sample 5  :  sample 5
Number of peaks found: 10 
Noise: 0.2 

Corr. Area 1: 1,271.1 
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Peak table for sample 6  :  sample 6
Pea
k

Size [bp] Conc. [pg/µl] Molarity [pmol/l] Observations Aligned Migration Time [s]

1 35 125.00 5,411.3 Lower Marker 43.00
2 471 32.78 105.4 81.48
3 557 602.62 1,638.5 85.77
4 687 29.72 65.6 90.46
5 800 28.51 54.0 92.22
6 899 26.28 44.3 93.58
7 984 17.01 26.2 94.74
8 1,201 19.91 25.1 96.26
9 1,554 3.40 3.3 98.53
10 10,380 75.00 10.9 Upper Marker 113.00
Region table for sample 6  :  sample 6
From
[bp]

To [bp] Average Size
[bp]

Conc.
[pg/µl]

Corr.
Area

Molarity
[pmol/l]

Co
lor

% of
Total

Size distribution in
CV [%]

369 2,352 664 810.50 796.7 2,044.6 95 38.2

sample 6

Overall Results for sample 6  :  sample 6
Number of peaks found: 8 
Noise: 0.2 

Corr. Area 1: 796.7 
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Gel Image



Standard Curve
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Sample 7 has not been run, no results available.
Sample 8 has not been run, no results available.
Sample 9 has not been run, no results available.
Sample 10 has not been run, no results available.
Sample 11 has not been run, no results available.
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