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Electrophoresis Assay Details

General Analysis Settings

Number of Available Sample and Ladder Wells (Max.) : 12
Minimum Visible Range [s] : 32

Maximum Visible Range [s] : 138

Start Analysis Time Range [s] : 33

End Analysis Time Range [s] : 137.5

Ladder Concentration [pg/ul] : 1950

Uses Standard Area for Ladder Fragments
Lower Marker Concentration [pg/pl] : 125
Upper Marker Concentration [pg/ul] : 75

Used Upper Marker for Quantitation

Standard Curve Fit is Point to Point

Show Data Aligned to Lower and Upper Marker

Integrator Settings

Integration Start Time [s] : 33.05
Integration End Time [s] : 137
Slope Threshold : 0.8

Height Threshold [FU] : 5

Area Threshold : 0.1

Width Threshold [s] : 0.6
Baseline Plateau [s] : 0.5

Filter Settings

Filter Width [s] : 0.5
Polynomial Order : 4

Ladder

Ladder Peak Size Area
1 35 160
2 50 210
3 100 208
4 150 221
5 200 242
6 300 270
7 400 305
8 500 306
9 600 336
10 700 321
11 1000 366
12 2000 413
13 3000 411
14 7000 400
15 10380 214
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Overall Results for Ladder
Noise: 0.2
Peak table for Ladder
Peak Size [bp] Conc. [pg/ul] Molarity [pmol/I] Observations
1 4 35 125.00 5,411.3 Lower Marker
2 L 50 150.00 4,545.5 Ladder Peak
3 L 100 150.00 2,272.7 Ladder Peak
4 L 150 150.00 1,515.2 Ladder Peak
5 L 200 150.00 1,136.4 Ladder Peak
6 L 300 150.00 757.6 Ladder Peak
7 L 400 150.00 568.2 Ladder Peak
8 L 500 150.00 454.5 Ladder Peak
9 L 600 150.00 378.8 Ladder Peak
10 L 700 150.00 324.7 Ladder Peak
11 L 1,000 150.00 227.3 Ladder Peak
12 L 2,000 150.00 113.6 Ladder Peak
13 L 3,000 150.00 75.8 Ladder Peak
14 L 7,000 150.00 32.5 Ladder Peak
15 10,380 75.00 10.9 Upper Marker
2100 Expert (B.02.08.S51648) © Copyright 2003 - 2009 Agilent Technologies, Inc. Printed: 10/29/2013 2:15:16 PM
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Electropherogram Summary Continued ...

TruSeq RNA Lib #1 [ NGS Workshop 102913 ]

q;éé‘b

[FUl 4

T T T T T T T
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Setpoint Deviations for sample 1 : TruSeq RNA Lib #1

Height Threshold [FU] : 10

Overall Results for sample 1 : TruSeq RNA Lib #1

Number of peaks found: 8 Corr. Area 1: 1,686.6

Noise: 0.2

Peak table for sample 1 : TruSeq RNA Lib #1

Peak Size [bp] Conc. [pg/ul] Molarity [pmol/I] Observations

1 4 35 125.00 5,411.3 Lower Marker

2 287 654.39 3,453.0

3 298 846.88 4,303.1

4 378 75.97 304.2

5 392 126.52 488.5

6 424 84.10 300.3

7 453 50.92 170.2

8 512 29.04 86.0

9 537 27.26 77.0

10 B 10,380 75.00 10.9 Upper Marker

Region table for sample 1 : TruSeq RNA Lib #1

From To [bp] Average Size Molarity Conc. Corr. % of Size distribution in Co
[bp] [bp] [pmol/I] [pg/ull Area Total CV [%] lor
226 639 352 9,323.9 2,024.16  1,686.6 93 23.1 |
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TruSeq RNA Lib #2 1:2 [ NGS Workshop 102913 ]
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35 10380 [bp]
Overall Results for sample 2 : TruSeq RNA Lib #2 1:2
Number of peaks found: 10 Corr. Area 1: 2,245.1
Noise: 0.2
Peak table for sample 2 : TruSeq RNA Lib #2 1:2
Peak Size [bp] Conc. [pg/pl] Molarity [pmol/I] Observations
1 4 35 125.00 5411.3 Lower Marker
2 286 719.06 3,807.3
3 296 265.22 1,358.3
4 344 270.73 1,193.2
5 372 63.44 258.7
6 381 58.82 233.7
7 398 150.12 571.2
8 436 127.45 443.1
9 469 178.21 576.0
10 541 89.49 250.8
11 670 4.38 9.9
12 B 10,380 75.00 10.9 Upper Marker
Region table for sample 2 : TruSeq RNA Lib #2 1:2
From To [bp] Average Size Molarity Conc. % of Size distribution in Co
[bp] [bp] [pmol/I] [pg/ul] Total CV [%] lor
222 651 359 11,935.3 2,619.02  2,2451 95 24.4 |
2100 Expert (B.02.08.S51648) © Copyright 2003 - 2009 Agilent Technologies, Inc. Printed: 10/29/2013 2:15:16 PM
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Electropherogram Summary Continued ...

TruSeq RNA Lib #3 1:2 [ NGS Workshop 102913 ]
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Setpoint Deviations for sample 3 : TruSeq RNA Lib #3 1:2
Height Threshold [FU] : 7
Overall Results for sample 3 : TruSeq RNA Lib #3 1:2
Number of peaks found: 15 Corr. Area 1: 1,616.0
Noise: 0.2
Peak table for sample 3 : TruSeq RNA Lib #3 1:2
Peak Size [bp] Conc. [pg/ul] Molarity [pmol/I] Observations
1 4 35 125.00 5,411.3 Lower Marker
2 277 331.34 1,815.3
3 285 94.12 499.7
4 298 101.53 516.0
5 305 146.64 728.3
6 324 110.28 515.1
7 340 80.52 359.0
8 367 85.99 354.6
9 385 68.05 268.2
10 405 107.99 404.4
11 426 88.46 314.3
12 447 137.13 464.4
13 482 196.81 618.2
14 564 24.72 66.4
15 585 47.18 122.2
16 667 9.14 20.8
17 P 10,380 75.00 10.9 Upper Marker
Region table for sample 3 : TruSeq RNA Lib #3 1:2
From To [bp] Average Size Molarity Conc. Corr. % of Size distribution in Co
[bp] [bp] [pmol/I] [pg/ul] Area Total CV [%] lor
218 713 381 9,302.9 2,141.08  1,6160 96 25.4 |
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TruSeq RNA Lib #4 1:6 [ NGS Workshop 102913 ]

Overall Results for sample 4 :

T T
35

Number of peaks found:

Noise:

Peak table for sample 4 :
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TruSeq RNA Lib #4 1:6

Corr. Area 1:

TruSeq RNA Lib #4 1:6

700

1,414.6
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10/29/2013 1:27:53 PM
10/29/2013 2:14:29 PM

Peak Size [bp] Conc. [pg/pl] Molarity [pmol/I] Observations

1 4 35 125.00 5411.3 Lower Marker

2 287 515.36 2,721.6

3 292 90.93 472.0

4 304 124.19 618.4

5 313 101.52 492.0

6 324 96.72 451.8

7 339 93.13 415.7

8 349 65.38 283.9

9 357 58.27 247.4

10 366 137.08 567.9

11 384 60.46 238.5

12 395 109.24 419.3

13 419 63.30 228.7

14 437 91.08 316.0

15 462 112.10 367.7

16 509 30.79 91.6

17 551 14.94 41.1

18 569 18.15 48.3

19 591 7.39 18.9

20 P 10,380 75.00 10.9 Upper Marker

Region table for sample 4 : TruSeq RNA Lib #4 1:6

From To [bp] Average Size Molarity Conc. Corr. % of Size distribution in Co
[bp] [bp] [pmol/I] [pg/ull Area Total CV [%] lor
219 697 367 8,926.1 1,989.09 1,4146 96 25.3 |
2100 Expert (B.02.08.S51648) © Copyright 2003 - 2009 Agilent Technologies, Inc. Printed: 10/29/2013 2:15:16 PM
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TruSeq RNA Lib #5 1:2 [ NGS Workshop 102913 ]
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Setpoint Deviations for sample 5 : TruSeq RNA Lib #5 1:2
Height Threshold [FU] : 7
Overall Results for sample 5 : TruSeq RNA Lib #5 1:2
Number of peaks found: 10 Corr. Area 1: 1,898.7
Noise: 0.1

Peak table for sample 5 : TruSeq RNA Lib #5 1:2

Peak Size [bp] Conc. [pg/ul] Molarity [pmol/I] Observations

1 4 35 125.00 5,411.3 Lower Marker

2 288 631.97 3,327.7

3 295 195.85 1,005.0

4 306 616.96 3,055.1

5 361 154.22 646.7

6 383 77.53 306.5

7 404 56.38 211.3

8 440 83.30 286.8

9 469 81.59 263.7

10 502 98.06 296.2

11 591 16.47 42.2

12 P 10,380 75.00 10.9 Upper Marker

Region table for sample 5 : TruSeq RNA Lib #5 1:2

From To [bp] Average Size Molarity Conc. Corr. % of Size distribution in Co
[bp] [bp] [pmol/I] [pg/ull Area Total CV [%] lor
230 643 354 9,859.4 2,150.55 1,898.6 97 23.5 |
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TruSeq RNA Lib #6 1:2 [ NGS Workshop 102913 ]
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Overall Results for sample 6 : TruSeq RNA Lib #6 1:2
Number of peaks found: 10 Corr. Area 1: 1,352.0
Noise: 0.1
Peak table for sample 6 : TruSeq RNA Lib #6 1:2
Peak Size [bp] Conc. [pg/pl] Molarity [pmol/I] Observations
1 4 35 125.00 5,411.3 Lower Marker
2 275 1,336.83 7,363.0
3 296 1,715.28 8,778.9
4 348 299.83 1,306.2
5 364 404.69 1,685.1
6 441 66.32 228.1
7 454 67.58 225.4
8 469 94.46 305.3
9 494 109.29 335.3
10 538 29.50 83.1
11 579 12.27 32.1
12 Pa 10,380 75.00 10.9 Upper Marker
13 F 10,767 0.00 0.0 excluded peak
Region table for sample 6 : TruSeq RNA Lib #6 1:2
From To [bp] Average Size Molarity Conc. Corr. % of Size distribution in Co
[bp] [bp] [pmol/I] [pg/ul] Area Total CV [%] lor
217 607 339 25,799.3 5408.15  1,352.0 94 23.2 |
2100 Expert (B.02.08.S51648) © Copyright 2003 - 2009 Agilent Technologies, Inc. Printed: 10/29/2013 2:15:16 PM
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Electropherogram Summary Continued ...

TruSeq RNA Lib #7 [ NGS Workshop 102913 ]

[FU]
50 ol
40
30
20 L
10- —
_10— —
T T T T T T T T 1 I T
35 100 200 300 400 500 700 2000 10380 [bp]
Setpoint Deviations for sample 7 : TruSeq RNA Lib #7
Height Threshold [FU] : 8
Overall Results for sample 7 : TruSeq RNA Lib #7
Number of peaks found: 8 Corr. Area 1: 584.4
Noise: 0.1
Peak table for sample 7 : TruSeq RNA Lib #7
Peak Size [bp] Conc. [pg/ul] Molarity [pmol/I] Observations
1 4 35 125.00 5,411.3 Lower Marker
2 349 292.53 1,270.2
3 357 39.63 168.2
4 366 43.56 180.4
5 372 46.34 188.9
6 388 100.16 391.2
7 422 76.05 273.3
8 460 28.15 92.7
9 475 18.81 60.0
10 B 10,380 75.00 10.9 Upper Marker
Region table for sample 7 : TruSeq RNA Lib #7
From To [bp] Average Size Molarity Conc. Corr. % of Size distribution in Co
[bp] [bp] [pmol/I] [pg/ull Area Total CV [%] lor
247 657 3% 3,570.1 886.70 584.4 96 19.9 [ |
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TruSeq RNA Lib #8 [ NGS Workshop 102913 ]
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Overall Results for sample 8 : TruSeq RNA Lib #8
Number of peaks found: 8 Corr. Area 1: 1,165.5
Noise: 0.1
Peak table for sample 8 : TruSeq RNA Lib #8
Peak Size [bp] Conc. [pg/pl] Molarity [pmol/I] Observations

1 4 35 125.00 5411.3 Lower Marker
2 304 340.11 1,694.5
3 338 255.81 1,147.9
4 365 59.28 245.8
5 386 181.44 711.3
6 416 148.11 539.7
7 454 184.93 617.3
8 513 129.12 381.6
9 619 18.39 45.0

10 P 10,380 75.00 10.9 Upper Marker
Region table for sample 8 : TruSeq RNA Lib #8
From To [bp] Average Size Molarity Conc. Corr. % of Size distribution in Co
[bp] [bp] [pmol/I] [pg/ul] Area Total CV [%] lor
228 764 392 6,756.8 1,625.46 1,165.5 98 23.6 |
2100 Expert (B.02.08.S51648) © Copyright 2003 - 2009 Agilent Technologies, Inc. Printed: 10/29/2013 2:15:16 PM
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TruSeq RNA Lib #9 [ NGS Workshop 102913 ]
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Overall Results for sample 9 : TruSeq RNA Lib #9

Number of peaks found: 8 Corr. Area 1:

Noise: 0.1

Peak table for sample 9 : TruSeq RNA Lib #9

T
2000

822.2

(bp]

Peak Size [bp] Conc. [pg/pl] Molarity [pmol/I] Observations

1 4 35 125.00 5411.3 Lower Marker

2 70 21.55 465.6

3 251 354.49 2,138.7

4 257 98.38 578.9

5 264 627.06 3,594.3

6 350 42.23 182.8

7 399 61.45 233.5

8 446 21.73 73.8

9 463 23.19 75.8

10 P 10,380 75.00 10.9 Upper Marker

Region table for sample 9 : TruSeq RNA Lib #9

From To [bp] Average Size Molarity Conc. Corr. % of Size distribution in Co
[bp] [bp] [pmol/I] [pg/ul] Area Total CV [%] lor
200 661 330 8,220.1 1,641.05 822.2 97 27.1 |
2100 Expert (B.02.08.S51648) © Copyright 2003 - 2009 Agilent Technologies, Inc. Printed: 10/29/2013 2:15:16 PM
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TruSeq RNA Lib #10 1:2 [ NGS Workshop 102913 ]

[FUl4 o
A

50

40— I

30

20

—

() [y (| PR -5 I R I
T T T T T T T I I T
35 100 200 300 400 500 700 2000 10380 [bp]

Overall Results for sample 10 : TruSeq RNA Lib #10 1:2
Number of peaks found: 5 Corr. Area 1: 964.3
Noise: 0.1
Peak table for sample 10 : TruSeq RNA Lib #10 1:2
Peak Size [bp] Conc. [pg/pl] Molarity [pmol/I] Observations
1 4 35 125.00 5411.3 Lower Marker
2 276 851.96 4,674.4
3 376 87.98 354.2
4 389 69.98 272.3
5 406 187.49 699.5
6 470 67.01 216.0
7 p 10,380 75.00 10.9 Upper Marker
Region table for sample 10 : TruSeq RNA Lib #10 1:2
From To [bp] Average Size Molarity Conc. Corr. % of Size distribution in Co
[bp] [bp] [pmol/I] [pg/ul] Area Total CV [%] lor
215 622 339 12,235.6 2,558.14  964.3 97 23.7 |

2100 Expert (B.02.08.S51648) © Copyright 2003 - 2009 Agilent Technologies, Inc. Printed: 10/29/2013 2:15:16 PM
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TruSeq RNA Lib #11 [ NGS Workshop 102913 ]
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Overall Results for sample 11 : TruSeq RNA Lib #11

Number of peaks found: 0 Corr. Area 1:

Noise: 0.1

Peak table for sample 11 : TruSeq RNA Lib #11

Peak Size [bp] Conc. [pg/pl] Molarity [pmol/I]
1 4 35 125.00 5,411.3
2 P 10,380 75.00 10.9

Region table for sample 11 : TruSeq RNA Lib #11

149.2

Observations

Lower Marker
Upper Marker

(bp]

10/29/2013 1:27:53 PM
10/29/2013 2:14:29 PM

From To [bp] Average Size Molarity Conc. Corr. % of Size distribution in Co
[bp] [bp] [pmol/I] [pg/ull Area Total CV [%] lor
200 1,000 361 1,622.5 351.01 1492 9% 28.2 [ |
2100 Expert (B.02.08.S51648) © Copyright 2003 - 2009 Agilent Technologies, Inc. Printed: 10/29/2013 2:15:16 PM
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