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General Analysis Settings
Number of Available Sample and Ladder Wells (Max.) : 12
Minimum Visible Range [s] : 32
Maximum Visible Range [s] : 138
Start Analysis Time Range [s] : 33
End Analysis Time Range [s] : 137.5
Ladder Concentration [pg/µl] : 1950
Uses Standard Area for Ladder Fragments
Lower Marker Concentration [pg/µl] : 125
Upper Marker Concentration [pg/µl] : 75
Used Upper Marker for Quantitation
Standard Curve Fit is Point to Point
Show Data Aligned to Lower and Upper Marker

Integrator Settings
Integration Start Time [s] : 33.05
Integration End Time [s] : 137
Slope Threshold : 0.8
Height Threshold [FU] : 5
Area Threshold : 0.1
Width Threshold [s] : 0.6
Baseline Plateau [s] : 0.5

Filter Settings
Filter Width [s] : 0.5
Polynomial Order : 4

Ladder 
Ladder Peak Size Area
1 35 160
2 50 210
3 100 208
4 150 221
5 200 242
6 300 270
7 400 305
8 500 306
9 600 336
10 700 321
11 1000 366
12 2000 413
13 3000 411
14 7000 400
15 10380 214
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Peak table for Ladder
Pea
k

Aligned Migration Time [s] Size [bp] Conc. [pg/µl] Molarity [pmol/l] Observations

1 43.00 35 125.00 5,411.3 Lower Marker
2 45.29 50 150.00 4,545.5 Ladder Peak
3 50.65 100 150.00 2,272.7 Ladder Peak
4 55.27 150 150.00 1,515.2 Ladder Peak
5 59.81 200 150.00 1,136.4 Ladder Peak
6 68.75 300 150.00 757.6 Ladder Peak
7 76.88 400 150.00 568.2 Ladder Peak
8 82.58 500 150.00 454.5 Ladder Peak
9 87.25 600 150.00 378.8 Ladder Peak
10 90.49 700 150.00 324.7 Ladder Peak
11 94.51 1,000 150.00 227.3 Ladder Peak
12 101.16 2,000 150.00 113.6 Ladder Peak
13 104.53 3,000 150.00 75.8 Ladder Peak
14 109.67 7,000 150.00 32.5 Ladder Peak
15 113.00 10,380 75.00 10.9 Upper Marker

Ladder

Overall Results for Ladder
Noise: 0.1 
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Peak table for sample 1  :  sample 1
Pea
k

Aligned Migration Time [s] Size [bp] Conc. [pg/µl] Molarity [pmol/l] Observations

1 31.85 0 0.00 0.0
2 34.30 5 0.00 0.0
3 35.43 9 0.00 0.0
4 39.51 23 0.00 0.0
5 43.00 35 125.00 5,411.3 Lower Marker
6 43.73 40 7,023.88 267,721.2
7 48.80 83 2,124.17 38,878.3
8 50.03 94 2,231.99 35,898.0
9 51.34 108 9,167.78 129,210.6
10 52.34 118 4,738.98 60,700.7
11 55.15 149 2,635,576.00 26,856,918.0
12 56.10 159 2,586,389.00 24,622,340.0
13 57.19 171 1,252,748.88 11,090,541.0
14 64.72 255 428.44 2,547.0
15 73.47 358 1,297.60 5,491.5
16 74.15 366 666.31 2,755.4
17 75.01 377 436.56 1,754.5
18 89.33 664 162.75 371.1
19 101.76 2,177 233.46 162.5
20 113.00 10,380 75.00 10.9 Upper Marker

sample 1

Setpoint Deviations for sample 1  :  sample 1
Height Threshold [FU] : 0.01

Overall Results for sample 1  :  sample 1
Number of peaks found: 18 
Noise: 0.2 

Corr. Area 1: 67.5 
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... Region table for sample 1  :  sample 1
From
[bp]

To [bp] Average Size
[bp]

Molarity
[pmol/l]

Conc.
[pg/µl]

Corr.
Area

% of
Total

Size distribution in
CV [%]

Co
lor

200 1,000 243 705,533.7 104,850.32 67.5 2 30.9
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Peak table for sample 2  :  sample 2
Pea
k

Aligned Migration Time [s] Size [bp] Conc. [pg/µl] Molarity [pmol/l] Observations

1 43.00 35 125.00 5,411.3 Lower Marker
2 54.73 144 3,292.42 34,602.1
3 56.26 161 2,546.34 23,971.8
4 113.00 10,380 75.00 10.9 Upper Marker
5 114.36 11,759 0.00 0.0
6 115.67 13,093 0.00 0.0
Region table for sample 2  :  sample 2
From
[bp]

To [bp] Average Size
[bp]

Molarity
[pmol/l]

Conc.
[pg/µl]

Corr.
Area

% of
Total

Size distribution in
CV [%]

Co
lor

200 1,000 283 948.9 152.99 100.9 3 43.8

sample 2

Overall Results for sample 2  :  sample 2
Number of peaks found: 4 
Noise: 0.2 

Corr. Area 1: 100.9 
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Peak table for sample 3  :  sample 3
Pea
k

Aligned Migration Time [s] Size [bp] Conc. [pg/µl] Molarity [pmol/l] Observations

1 43.00 35 125.00 5,411.3 Lower Marker
2 54.81 145 798.02 8,336.7
3 55.60 154 1,903.51 18,774.3
4 113.00 10,380 75.00 10.9 Upper Marker
Region table for sample 3  :  sample 3
From
[bp]

To [bp] Average Size
[bp]

Molarity
[pmol/l]

Conc.
[pg/µl]

Corr.
Area

% of
Total

Size distribution in
CV [%]

Co
lor

200 1,000 209 514.3 70.48 37.3 3 10.3

sample 3

Overall Results for sample 3  :  sample 3
Number of peaks found: 2 
Noise: 0.2 

Corr. Area 1: 37.3 
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Peak table for sample 4  :  sample 4
Pea
k

Aligned Migration Time [s] Size [bp] Conc. [pg/µl] Molarity [pmol/l] Observations

1 39.27 22 0.00 0.0
2 40.84 27 0.00 0.0
3 41.38 29 0.00 0.0
4 42.06 32 0.00 0.0
5 43.00 35 125.00 5,411.3 Lower Marker
6 43.90 41 335.76 12,443.7
7 44.71 46 275.54 9,041.3
8 50.90 103 261.10 3,850.2
9 51.53 110 239.00 3,305.6
10 54.54 142 109,886.12 1,171,814.8
11 58.49 185 9,111.26 74,429.8
12 61.59 220 115.51 795.9
13 64.28 250 110.14 667.4
14 64.91 257 76.73 452.3
15 65.90 268 105.43 595.8
16 67.61 287 94.71 499.7
17 68.55 298 61.32 312.1
18 69.40 308 109.18 537.1
19 70.03 316 70.87 340.1
20 72.10 341 60.71 269.6
21 73.08 353 40.92 175.5
22 74.12 366 55.64 230.3

sample 4

Setpoint Deviations for sample 4  :  sample 4
Height Threshold [FU] : 0.1

Overall Results for sample 4  :  sample 4
Number of peaks found: 28 
Noise: 0.2 

Corr. Area 1: 96.1 
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... Peak table for sample 4  :  sample 4
Pea
k

Aligned Migration Time [s] Size [bp] Conc. [pg/µl] Molarity [pmol/l] Observations

23 75.28 380 33.63 134.0
24 75.91 388 28.54 111.4
25 78.16 422 25.43 91.2
26 81.39 479 8.73 27.6
27 82.29 495 6.39 19.5
28 100.34 1,876 10.92 8.8
29 113.00 10,380 75.00 10.9 Upper Marker
30 115.83 13,254 0.00 0.0
Region table for sample 4  :  sample 4
From
[bp]

To [bp] Average Size
[bp]

Molarity
[pmol/l]

Conc.
[pg/µl]

Corr.
Area

% of
Total

Size distribution in
CV [%]

Co
lor

200 1,000 399 17,251.8 3,597.14 96.1 4 45.2
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Gel Image



Sample 5 has not been run, no results available.
Sample 6 has not been run, no results available.
Sample 7 has not been run, no results available.
Sample 8 has not been run, no results available.
Sample 9 has not been run, no results available.
Sample 10 has not been run, no results available.
Sample 11 has not been run, no results available.
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